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Probe Name Probe Sequence Length | Replicates Tm |Annotations
hsa|tRNA-Arg(Chr:6)_45_65|PosCtrl|as| CCAGGAGTCGAACCTAGAATC 21 1| 55.39|Positive Control
hsa|tRNA-Arg(Chr:6)_11_30|PosCtrl|as| CAGACGCGTTATCCATTGCG 20 1| 57.73|Positive Control
hsa|tRNA-Asp(Chr:1)_13_33|PosCitrl|as| AGGCGGGGATACTCACCACTA 21 1| 60.45|Positive Control
hsa|tRNA-Gly(Chr:17)_12_33|PosCitrl|as| CAGGCGAGAATTCTACCACTGA 22 1| 58.25|Positive Control
hsa|tRNA-Gly(Chr:17)_51_70|PosCitrl|as| GCATTGGCCGGGAATCGAAC 20 1| 60.12|Positive Control
hsa|tRNA-Val(Chr:1)_13_33|PosCitrl|as| AGGCGAACGTGATAACCACTA 21 1| 57.32|Positive Control
hsa|tRNA-Val(Chr:1)_53_72|PosCitrl|as| GTTTCCGCCCGGTTTCGAAC 20 1| 60.19|Positive Control
hsa|tRNA-Met(Chr:6)_31_51|PosCtrl|as| CATCGACCTCTGGGTTATGGG 21 1| 58.09|Positive Control
hsa|tRNA-Met(Chr:6)_42_62|PosCtrl|as| TGGTTTCGATCCATCGACCTC 21 1| 57.99|Positive Control
hsa|tRNA-Pro(Chr:14)_2_22|PosCtrl|as| CATACCCCTAGACCAACGAGC 21 1| 58.06|Positive Control
hsa|tRNA-Pro(Chr:14)_20_40|PosCitrl|as| CGCACCCTAAGCGAGAATCAT 21 1| 58.65|Positive Control
hsa|tRNA-Phe(Chr:12) 24 46|PosCtrllas| |CCTTTAGATCTTCAGTCTAACGC 23 1| 55.37|Positive Control
hsa|tRNA-Phe(Chr:12) 12_31|PosCtrllas|] |TCTAACGCTCTCCCAACTGA 20 1| 55.96|Positive Control
hsa|tRNA-Trp(Chr:17)_42_62|PosCitrl|as| GTGACTTGAACACGCAACCTT 21 1| 57.68|Positive Control
hsa|tRNA-Trp(Chr:17)_28_48|PosCitrl|as| CAACCTTCTGATCTGGAGTCA 21 1| 55.19|Positive Control
hsa]U6(M14486)_81_101|PosCtrl|as| ATGGAACGCTTCACGAATTTG 21 1| 55.85|PositiveControl
hsa|U6(M14486)_ 5 25|PosCtrl|as| GTATATGTGCTGCCGAAGCGA 21 1| 58.94|Positive Control
hsa]ACTB(NM_001101) 1233 1255|Degrad{GCGCAAGTTAGGTTTTGTCAAGA 23 1| 58.85|Degradation Control
hsa]ACTB(NM_001101)_1479 1499|Degrad{ TTTTAGGATGGCAAGGGACTT 21 1| 55.42|Degradation Control
hsa|HSPD1(NM_002156) 2274 _2296|Degra] ACAAAGGTTGTCACATAATTGGA 23 1| 55.34|Degradation Control
hsa|HSPD1(NM_002156) 1849 1872|Degral ACTAGTCTAGGAGTTAGAACATGC 24 1| 56.22|Degradation Control
hsa|PGK1(NM_000291) 1825 1847|Degrad{ CAGCAATATAGACATCTGATCCG 23 1| 55.31|Degradation Control
hsa]PGK1(NM_000291) 1783 1805|Degrad{ CACCCTTCCTAACAAAGTATGAC 23 1| 55.51|Degradation Control
hsa|UBD(NM_006398) 327_347|DegradCtrl|| GGTCTTAGACCGGACATGTTC 21 1| 56.2|Degradation Control
hsalUBD(NM_006398) 572_593|DegradCtrl|| CGTCTTAGTCTCGATCATTGCT 22 1| 56.38|Degradation Control
neg|Bio B Spike_394 418|NegCitrl|as| GCGCCTGAGATTCACTCAACGTGCC 25 1| 67.4|NegativeControl
neg|Bio C Spike_113_137|NegCtrl|as| ACGTGGGTGTATTTACGCTGTGGAA 25 1| 63.88|NegativeControl
neg|Lambda Spike 12_609_633|NegCtrllas| |CTTCCGGCAATACTCGTAAACCATA 25 1| 60.08|NegativeControl
neg|Lambda Spike 5_753_777|NegCtrllas| |GAACAGGTTATCGAAATCAGCCACA 25 1| 60.72|NegativeControl
neg|Lambda Spike 6_497_521|NegCtrllas| |TACAACCGGAATGTTGACCTTGCCT 25 1| 63.95|NegativeControl
neg|Lambda Spike 8_329_353|NegCtrllas| |GTCACCTTTATCTGCCGCCACTCAT 25 1| 64.28|NegativeControl
neg|Lambda Spike 9_1167_1191|NegCtrl|as| GATGTTTGCAGACGTAATGGTGCGG 25 1| 64.05|NegativeControl
hsallet-7alnat|as| AACTATACAACCTACTACCTCA 22 3| 51.57

hsallet-7al2mut|as| AACTATACAA[C-t]CTACTA[C-t]CTCA 22 3| 47.08

hsa|miR-1|nat|as| TACATACTTCTTTACATTCCA 21 3| 47.63

hsa]miR-1|2mut|as| TACATA[C-]TTCTTTA[C-a]JATTCCA 21 3| 43.98

hsallet-7b|nat|as| AACCACACAACCTACTACCTCA 22 3| 57.2

hsallet-7b|2mut|as| AACCACACAA[C-tJCTACTA[C-t]CTCA 22 3| 52.74

hsallet-7c|nat|as| AACCATACAACCTACTACCTCA 22 3| 54.43

hsallet-7c|2mut|as| AACCATACAA[C-tJCTACTA[C-t]CTCA 22 3| 49.94

hsallet-7d|nat|as| ACTATGCAACCTACTACCTCT 21 3| 53.43

hsallet-7d|2mut|as| ACTATG[C-a]JAACCTACTA[C-t]CTCT 21 3| 48.28

hsallet-7e|nat|as| ACTATACAACCTCCTACCTCA 21 3| 52.78

hsallet-7e|2mut|as| ACTATACAA[C-tJCTCCTA[C-t]CTCA 21 3| 48.06

hsallet-7f|nat|as| AACTATACAATCTACTACCTCA 22 3| 49.32

hsallet-7f|2mut|as| AACTATA[C-a]JAATCTACTA|[C-t]JCTCA 22 3| 45.29

hsa]miR-15a|nat|as| CACAAACCATTATGTGCTGCTA 22 3| 55.68
hsa|miR-15a|2mut|as| CACAAAC[C-a]JATTATGT[G-c]CTGCTA 22 3| 53.11

hsa]miR-16|nat|as| CGCCAATATTTACGTGCTGCTA 22 3| 57.79
hsa|miR-16|2mut|as| CGCC[A-c]ATATTTACGT[G-c|CTGCTA 22 3| 58.69
hsa|miR-17-5p|nat|as| ACTACCTGCACTGTAAGCACTTTG 24 3| 60.18
hsa]miR-17-5p|2mut|as| ACTACCTG[C-a]JACTGTAAG[C-aJACTTTG 24 3| 55.48
hsa|miR-17-3p|nat|as| ACAAGTGCCTTCACTGCAGT 20 3| 57.99
hsa]miR-17-3p|2mut|as| ACAAGTG|C-t]CTTCACT[G-C]CAGT 20 3| 54.2

hsa]miR-18a|nat|as| TATCTGCACTAGATGCACCTTA 22 3| 54.9
hsa|miR-18a|2mut|as| TATCTG[C-aJACTAGATG[C-a]JACCTTA 22 3| 49.6
hsa]miR-18a*|nat|as| AGAAGGAGCACTTAGGGCAGT 21 3] 59.1
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hsa|miR-18a*|2mut|as| AGAAGGAGI|C-a]JACTTAGG[G-c]CAGT 21 3| 56.35
hsa]miR-19a|nat|as| TCAGTTTTGCATAGATTTGCACA 23 3| 56.21
hsa|miR-19a|2mut|as| TCAGTTTTG[C-a]JATAGATTT[G-c]CACA 23 3| 52.89
hsa]miR-19b|nat|as| TCAGTTTTGCATGGATTTGCACA 23 3| 58.88
hsa|miR-19b|2mut|as| TCAGTTTTG[C-a]ATGGATTT[G-c]CACA 23 3| 55.59
hsa]miR-20a|nat|as| CTACCTGCACTATAAGCACTTTA 23 3| 545
hsa|miR-20a|2mut|as| CTACCTG[C-aJACTATAAG[C-a]JACTTTA 23 3| 49.48
hsa|miR-21|nat|as| TCAACATCAGTCTGATAAGCTA 22 3| 52.82
hsa|miR-21|2mut|as| TCAA[C-a]JATCAGTC[T-c]GATAAGCTA 22 3| 53.43
hsa|miR-22|nat|as| ACAGTTCTTCAACTGGCAGCTT 22 3| 59.16
hsa|miR-22|2mut|as]| ACAGTTCTT[C-a]AACTG[G-c]CAGCTT 22 3| 56.9
hsa]miR-23a|nat|as| GGAAATCCCTGGCAATGTGAT 21 3| 56.81
hsa|miR-23a|2mut|as| GGAAATCIC-t]CTG[G-c]CAATGTGAT 21 3| 54.43
hsa|miR-189|nat|as| ACTGATATCAGCTCAGTAGGCAC 23 3| 58.38
hsa|miR-189|2mut|as| ACTGATATCAG[C-tJ]TCAGTA[G-c]GCAC 23 3| 56.94
hsa|miR-24|nat|as| CTGTTCCTGCTGAACTGAGCCA 22 3| 61.22
hsa|miR-24|2mut|as| CTGTTCCT[G-c]CTGAAC[T-c]GAGCCA 22 3| 627
hsa|miR-25|nat|as| TCAGACCGAGACAAGTGCAATG 22 3| 59.26
hsa|miR-25|2mut|as| TCAGAC[C-a]GAGACAAGTG|[C-a]AATG 22 3| 54.43
hsa]miR-26a|nat|as| GCCTATCCTGGATTACTTGAA 21 3| 52.95
hsa|miR-26a|2mut|as| GCCTATCCT[G-c]|GATTA[C-t]TTGAA 21 3] 513
hsa]miR-26b|nat|as| AACCTATCCTGAATTACTTGAA 22 3| 50.96
hsa|miR-26b|2mut|as| AACCTAT[C-t]CTGAATTA[C-]TTGAA 22 3| 4751
hsa]miR-27a|nat|as| GCGGAACTTAGCCACTGTGAA 21 3| 58.99
hsa|miR-27a|2mut|as| GCGGAACTTA[G-c][C-t]CACTGTGAA 21 3| 56.34
hsa]miR-28|nat|as| CTCAATAGACTGTGAGCTCCTT 22 3| 55.69
hsa|miR-28|2mut|as| CTCAATAG[A-c]CTGTGAG[C-]TCCTT 22 3| 56.23
hsa]miR-29a|nat|as| AACCGATTTCAGATGGTGCTA 21 3| 55.54
hsa|miR-29a|2mut|as| AACC[G-a]JATTTCAGAT[G-c]GTGCTA 21 3| 53.73
hsa]miR-30a-5p|nat|as| CTTCCAGTCGAGGATGTTTACA 22 3| 56.21
hsa]miR-30a-5p|2mut|as| CTTCCAGT[C-a]GAG[G-a]JATGTTTACA 22 3| 51.63
hsa]miR-30a-3p|nat|as| GCTGCAAACATCCGACTGAAAG 22 3| 58.99
hsa]miR-30a-3p|2mut|as| GCTG[C-a]JAAACATC[C-a]GACTGAAAG 22 3| 54.24
hsa|miR-31|nat|as| CAGCTATGCCAGCATCTTGCC 21 3| 60.13
hsa|miR-31|2mut|as| CAGCTATG|C-t]CAG[C-a]JATCTTGCC 21 3| 54.84
hsa]miR-32|nat|as| GCAACTTAGTAATGTGCAATA 21 3] 50.3
hsa|miR-32|2mut|as]| GCAACTTA[G-C]TAATGTG[C-a]AATA 21 3| 47.58
hsa]miR-33|nat|as| CAATGCAACTACAATGCAC 19 3| 50.58
hsa|miR-33|2mut|as]| CAATG[C-a]AACTA[C-a]JAATGCAC 19 3| 45.72
hsa]miR-92|nat|as| CAGGCCGGGACAAGTGCAATA 21 3| 61.17
hsa|miR-92|2mut|as]| CAGG|C-t]CGGGACAAGTG[C-a]AATA 21 3| 55.81
hsa|miR-93|nat|as| CTACCTGCACGAACAGCACTTT 22 3| 59.76
hsa|miR-93|2mut|as]| CTACCTG[C-aJACGAACAG[C-aJACTTT 22 3| 54.69
hsa|miR-95|nat|as| TGCTCAATAAATACCCGTTGAA 22 3| 545
hsa]miR-95|2mut|as]| TGCT[C-a]JAATAAATACCI[C-a]GTTGAA 22 3| 49.85
hsa]miR-96|nat|as| GCAAAAATGTGCTAGTGCCAAA 22 3| 57.24
hsa|miR-96|2mut|as| GCAAAAATGT[G-c|CTAGTG[C-tJ]CAAA 22 3| 53.84
hsa]miR-98|nat|as| AACAATACAACTTACTACCTCA 22 3| 50.92
hsa|miR-98|2mut|as]| AACAATA[C-a]JAACTTACTA[C-t]CTCA 22 3| 46.93
hsa]miR-99a|nat|as| CACAAGATCGGATCTACGGGTT 22 3| 58.31
hsa]miR-99a|2mut|as| CACAAGATC[G-a]GATCTAC[G-a]GGTT 22 3| 53.7
hsa|miR-100|nat|as| CACAAGTTCGGATCTACGGGTT 22 3| 58.76
hsa|miR-100|2mut|as| CACAAGTTC[G-a]GATCTAC[G-a]GGTT 22 3| 54.16
hsa|miR-101|nat|as| CTTCAGTTATCACAGTACTGTA 22 3| 5111
hsa|miR-101|2mut|as| CTTC[A-c]GTTATC[A-c]CAGTACTGTA 22 3| 55.16
hsa]miR-29b|nat|as| AACACTGATTTCAAATGGTGCTA 23 3| 55.65
hsa|miR-29b|2mut|as| AACACI[T-c]|GATTTCAAAT[G-c]GTGCTA 23 3| 57.89
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hsa|miR-103|nat|as| TCATAGCCCTGTACAATGCTGCT 23 3| 60.79
hsa|miR-103|2mut|as| TCATAGI[C-t]CCTGTACAAT[G-c]CTGCT 23 3| 57.48
hsa]miR-105|nat|as| ACAGGAGTCTGAGCATTTGA 20 3| 54.35
hsa|miR-105|2mut|as| ACAG[G-a]AGTCTGAG[C-a]JATTTGA 20 3| 49.56
hsa]miR-106a|nat|as| GCTACCTGCACTGTAAGCACTTTT 24 3| 60.71
hsa]miR-106a|2mut|as| GCTACCTG[C-a]JACTGTAAG[C-aJACTTTT 24 3| 56.02
hsa|miR-107|nat|as| TGATAGCCCTGTACAATGCTGCT 23 3| 60.79
hsa|miR-107|2mut|as| TGATAG[C-t]CCTGTACAAT[G-c]CTGCT 23 3| 57.48
hsa|miR-9|nat|as| TCATACAGCTAGATAACCAAAGA 23 3| 53.33
hsa]miR-9|2mut|as| TCATACAG|C-t]TAGATAAC[C-a]AAAGA 23 3| 49.66
hsallet-7g|nat|as| ACTGTACAAACTACTACCTCA 21 3| 51.46
hsallet-7g|2mut|as| ACTGTA[C-aJAAACTACTA|C-t]CTCA 21 3| 473
hsallet-7inat|as| ACAGCACAAACTACTACCTCA 21 3| 54.78
hsallet-7i|2mut|as| ACAG[C-a]JACAAACTACTA[C-tJCTCA 21 3| 49.71
hsa|miR-15b|nat|as| TGTAAACCATGATGTGCTGCTA 22 3| 565
hsa|miR-15b|2mut|as| TGTAAAC[C-a]JATGATGT[G-c]CTGCTA 22 3| 53.89
hsa]miR-23b|nat|as| GGTAATCCCTGGCAATGTGAT 21 3| 56.25
hsa|miR-23b|2mut|as| GGTAATC[C-t]CTG[G-c] CAATGTGAT 21 3| 53.87
hsa]miR-27b|nat|as| GCAGAACTTAGCCACTGTGAA 21 3| 56.62
hsa|miR-27b|2mut|as| GCAGAACTTA[G-c][C-{]CACTGTGAA 21 3| 53.95
hsa]miR-30b|nat|as| AGCTGAGTGTAGGATGTTTACA 22 3] 55.3
hsa|miR-30b|2mut|as| AGCTGAG[T-c]GTAG[G-a]JATGTTTACA 22 3| 56.21
hsa|miR-99b|nat|as| CGCAAGGTCGGTTCTACGGGTG 22 3| 63.94
hsa|miR-99b|2mut|as| CGCAAGGTC[G-a]GTTCTAC[G-a]GGTG 22 3| 59.54
hsa]miR-125a|nat|as| CACAGGTTAAAGGGTCTCAGGGA 23 3| 60.38
hsa]miR-125a|2mut|as| CACAG[G-Cc]TTAAAG[G-t]|GTCTCAGGGA 23 3| 58.95
hsa]miR-125b|nat|as| TCACAAGTTAGGGTCTCAGGGA 22 3| 58.72
hsa]miR-125b|2mut|as| TCACAAGTTA[G-c][G-t]GTCTCAGGGA 22 3| 56.92
hsa|miR-126*|nat|as| CGCGTACCAAAAGTAATAATG 21 3| 51.41
hsa|miR-126*2mut|as| CGCGTAC[C-a]JAAAA[G-C]TAATAATG 21 3| 49.7
hsa]miR-126|nat|as| GCATTATTACTCACGGTACGA 21 3| 53.68
hsa|miR-126|2mut|as| GCATTATTA[C-t]TCAC[G-a]GTACGA 21 3| 49.56
hsa]miR-128a|nat|as| AAAAGAGACCGGTTCACTGTGA 22 3| 58.29
hsa]miR-128a|2mut|as| AAAAGAGACC[G-a][G-c]TTCACTGTGA 22 3| 55.97
hsa]miR-130a|nat|as| ATGCCCTTTTAACATTGCACTG 22 3| 56.48
hsa]miR-130a|2mut|as| ATGC[C-t]CTTTTAACATTG[C-a]ACTG 22 3| 51.66
hsa|miR-9*|nat|as| ACTTTCGGTTATCTAGCTTTA 21 3| 50.15
hsa|miR-9*[2mut|as| ACTTTC[G-a]GTTATCTAG[C-]TTTA 21 3| 45.45
hsa|miR-132|nat|as| CGACCATGGCTGTAGACTGTTA 22 3| 58.24
hsa|miR-132|2mut|as| CGACCATG[G-c]CT[G-c]TAGACTGTTA 22 3| 57.73
hsa]miR-133a|nat|as| ACAGCTGGTTGAAGGGGACCAA 22 3| 627
hsa]miR-133a|2mut|as| ACAGI[C-t]TGGTTGAAGG[G-t]GACCAA 22 3| 58.8
hsa]miR-135a|nat|as| TCACATAGGAATAAAAAGCCATA 23 3| 52.22
hsa]miR-135a|2mut|as| TCACATAG[G-a]JAATAAAAAG|C-tJCATA 23 3| 48.03
hsa|miR-136|nat|as| TCCATCATCAAAACAAATGGAGT 23 3| 554
hsa|miR-136|2mut|as| TCCATCAT[C-a]JAAAACAAAT[G-c|GAGT 23 3| 53.28
hsa]miR-138|nat|as| GATTCACAACACCAGCT 17 3| 48.35
hsa|miR-138|2mut|as| GATTC[A-c]CAACAC[C-a]AGCT 17 3| 483
hsa|miR-141|nat|as| CCATCTTTACCAGACAGTGTTA 22 3| 53.9
hsa|miR-141|2mut|as| CCATCTTTAC[C-a]JAGACAGIT-c]|GTTA 22 3| 54.82
hsa]miR-142-5p|nat|as| GTAGTGCTTTCTACTTTATG 20 3| 46.62
hsa]miR-142-5p|2mut|as| GTAGT[G-C]CTTTCTA[C-]TTTATG 20 3| 43.77
hsa|miR-144|nat|as| CTAGTACATCATCTATACTGTA 22 3| 47.31
hsa|miR-144|2mut|as| CTAGTA[C-a]JATCATCTATA[C-t]TGTA 22 3| 43.86
hsa]miR-145|nat|as| AAGGGATTCCTGGGAAAACTGGAC 24 3| 61.66
hsa|miR-145|2mut|as| AAGGGATTCCT[G-c][G-t]GAAAACTGGAC 24 3| 59.51
hsa]miR-146a|nat|as| AACCCATGGAATTCAGTTCTCA 22 3| 56.12
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hsa]miR-146a]2mut|as| AACCCAT[G-c]GAATTC[A-c]GTTCTCA 22 3| 58.48
hsa|miR-149|nat|as| GGAGTGAAGACACGGAGCCAGA 22 3| 624
hsa|miR-149|2mut|as| GGAG|T-c]GAAGACACGGAGIC-{]CAGA 22 3| 62.36
hsa|miR-150|nat|as| CACTGGTACAAGGGTTGGGAGA 22 3| 60.15
hsa|miR-150|2mut|as| CACT[G-c|GTACAAGGGTTG[G-t]|GAGA 22 3| 58.37
hsa]miR-152|nat|as| CCCAAGTTCTGTCATGCACTGA 22 3| 59.25
hsa|miR-152|2mut|as| CCCAAGTTCT[G-c]TCATG[C-a]JACTGA 22 3| 56.16
hsa|miR-154|nat|as| CGAAGGCAACACGGATAACCTA 22 3| 58.81
hsa|miR-154|2mut|as| CGAAG[G-c]CAACAC[G-a]GATAACCTA 22 3| 56.54
hsa]miR-181a|nat|as| ACTCACCGACAGCGTTGAATGTT 23 3| 61.82
hsa]miR-181a|2mut|as| ACTCAC[C-a]GACAG[C-a]GTTGAATGTT 23 3| 56.67
hsa]miR-182|nat|as| TGTGAGTTCTACCATTGCCAAA 22 3| 56.64
hsa|miR-182|2mut|as| TGTGA[G-c]TTCTACCATTG[C-tJ]CAAA 22 3| 54.03
hsa|miR-183|nat|as| CAGTGAATTCTACCAGTGCCATA 23 3| 56.92
hsa|miR-183|2mut|as| CAGT[G-a]JAATTCTACCAGTGIC-t]CATA 23 3| 52.26
hsa|miR-184|nat|as| ACCCTTATCAGTTCTCCGTCCA 22 3| 59.09
hsa|miR-184|2mut|as| ACCCTTATCI[A-c]GTTCTC[C-a]GTCCA 22 3| 59.09
hsa]miR-185|nat|as| GAACTGCCTTTCTCTCCA 18 3| 50.87
hsa|miR-185|2mut|as| GAACTG[C-]JCTTTC[T-c]CTCCA 18 3| 50.44
hsa]miR-186|nat|as| AAGCCCAAAAGGAGAATTCTTTG 23 3| 56.48
hsa|miR-186|2mut|as| AAGCI[C-t]CAAAAGGIA-CIGAATTCTTTG 23 3| 57.31
hsa|miR-188|nat|as| ACCCTCCACCATGCAAGGGATG 22 3| 63.2
hsa|miR-188|2mut|as| ACCCTCCAC[C-a]JATGCAAG[G-t]JGATG 22 3| 59.61
hsa|miR-190|nat|as| ACCTAATATATCAAACATATCA 22 3| 45.95
hsa|miR-190|2mut|as| ACCTAATATA[T-c]CAAA[C-a]ATATCA 22 3| 46.42
hsa]miR-191|nat|as| AGCTGCTTTTGGGATTCCGTTG 22 3| 60.41
hsa|miR-191|2mut|as| AGCT[G-c]CTTTTGGGATTC[C-a]GTTG 22 3| 57.3
hsa]miR-192|nat|as| GGCTGTCAATTCATAGGTCAG 21 3| 545
hsa|miR-192|2mut|as| GGCT[G-c]TCAATTCATAG[G-c]TCAG 21 3| 54.29
hsa]miR-193a|nat|as| CTGGGACTTTGTAGGCCAGTT 21 3| 58.14
hsa]miR-193a|2mut|as| CTGG[G-a]ACTTTGTAGGI|C-t]CAGTT 21 3| 53.59
hsa]miR-194|nat|as| TCCACATGGAGTTGCTGTTACA 22 3| 58.38
hsa|miR-194|2mut|as| TCCACAT[G-c]GAGTT[G-c]CTGTTACA 22 3| 57.56
hsa|miR-195|nat|as| GCCAATATTTCTGTGCTGCTA 21 3| 54.77
hsa|miR-195|2mut|as| GCCAATATTT[C-]TGT[G-c]CTGCTA 21 3| 52.62
hsa]miR-196a|nat|as| CCAACAACATGAAACTACCTA 21 2| 51.57
hsa]miR-196a|2mut|as| CCAACAA[C-a]ATGAAA[C-t]TACCTA 21 2 48
hsa|miR-197|nat|as| GCTGGGTGGAGAAGGTGGTGAA 22 2| 62.99
hsa|miR-197|2mut|as| GCTG[G-t]GTGGAGAAGGT[G-c]GTGAA 22 2| 61.16
hsa]miR-198|nat|as| CCTATCTCCCCTCTGGACC 19 2| 55.12
hsa|miR-198|2mut|as| CCTATCTCCIC-t]CTCT[G-c]|GACC 19 2| 52.59
hsa]miR-199a|nat|as| GAACAGGTAGTCTGAACACTGGG 23 2| 59.23
hsa]miR-199a|2mut|as| GAACAGI[G-c]TAGTCTGAAC[A-c|CTGGG 23 2| 61.21
hsa|miR-199a*|nat|as| AACCAATGTGCAGACTACTGTA 22 2| 55.83
hsa]miR-199a*|2mut|as]| AACCAATGTG[C-a]AG[A-cC]CTACTGTA 22 2| 55.84
hsa|miR-200b|nat|as| GTCATCATTACCAGGCAGTATTA 23 2| 54.56
hsa]miR-200b|2mut|as| GTCATCATTACI[C-a]AG[G-C]CAGTATTA 23 2| 529
hsa|miR-205|nat|as| CAGACTCCGGTGGAATGAAGGA 22 2| 60.22
hsa|miR-205|2mut|as| CAGACTCC[G-a]GT[G-c]GAATGAAGGA 22 2| 57.93
hsa]miR-206|nat|as| CCACACACTTCCTTACATTCCA 22 2| 56.7
hsa|miR-206[2mut|as| CCACACACTT[C-{][C-{]TTACATTCCA 22 2| 53.77
hsa]miR-208|nat|as| ACAAGCTTTTTGCTCGTCTTAT 22 2| 55.29
hsa|miR-208|2mut|as| ACAAG[C-]TTTTT[G-c]CTCGTCTTAT 22 2| 52.36
hsa|miR-129|nat|as| GCAAGCCCAGACCGCAAAAAG 21 2| 61.28
hsa]miR-129|2mut|as| GCAAGI[C-tJCCAGACCI[G-c]CAAAAAG 21 2| 57.8
hsa]miR-148a|nat|as| ACAAAGTTCTGTAGTGCACTGA 22 2| 56.29
hsa]miR-148a|2mut|as| ACAAAGTTCT[G-c]TAGTG[C-a]JACTGA 22 2| 53.16
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hsa]miR-30c|nat|as| GCTGAGAGTGTAGGATGTTTACA 23 2| 56.59
hsa|miR-30c|2mut|as| GCTGAGAG[T-c]GTAG[G-aJATGTTTACA 23 2| 57.43
hsa|miR-30d|nat|as| CTTCCAGTCGGGGATGTTTACA 22 2| 58.48
hsa|miR-30d|2mut|as| CTTCCAGTC[G-a]G[G-t]GATGTTTACA 22 2| 54.43
hsa]miR-122a|nat|as| ACAAACACCATTGTCACACTCCA 23 2| 59.61
hsa]miR-122a]2mut|as| ACAAACAC[C-a]ATTGTCACI[A-c]CTCCA 23 2| 59.64
hsa|miR-143|nat|as| TGAGCTACAGTGCTTCATCTCA 22 2| 57.63
hsa|miR-143|2mut|as| TGAG|[C-t]TACAGT[G-c]CTTCATCTCA 22 2| 54.7
hsa]miR-30e-5p|nat|as| TCCAGTCAAGGATGTTTACA 20 2| 51.76
hsa]miR-30e-5p|2mut|as| TCCAGTCAA[G-c][G-a]JATGTTTACA 20 2| 50.46
hsa]miR-139|nat|as| AGACACGTGCACTGTAGA 18 2| 52.58
hsa|miR-139|2mut|as| AGACACGT[G-c][C-a]JACTGTAGA 18 2| 49.45
hsa|miR-147|nat|as| GCAGAAGCATTTCCACACAC 20 2| 55.7
hsa|miR-147|2mut|as| GCAGAAG|C-a]ATTTC[C-aJACACAC 20 2| 51.11
hsa|miR-7|nat|as| CAACAAAATCACTAGTCTTCCA 22 2| 52.71
hsa]miR-7|2mut|as| CAACAAAATCIA-c]CTAG[T-c]CTTCCA 22 2| 57.04
hsa]miR-10a|nat|as| CACAAATTCGGATCTACAGGGTA 23 2| 56.66
hsa|miR-10a|2mut|as| CACAAATTC[G-a]GATCTACA[G-C]GGTA 23 2 55
hsa|miR-10b|nat|as| ACAAATTCGGTTCTACAGGGTA 22 2| 5557
hsa|miR-10b|2mut|as| ACAAATTC[G-a]GTTCTACA[G-C]GGTA 22 2| 53.83
hsa]miR-34a|nat|as| AACAACCAGCTAAGACACTGCCA 23 2| 61.34
hsa|miR-34a|2mut|as| AACAACCAG[C-tJ]TAAGAC[A-c]CTGCCA 23 2| 61.09
hsa]miR-181b|nat|as| CCCACCGACAGCAATGAATGTT 22 2| 60.15
hsa]miR-181b|2mut|as| CCCAC|[C-a]GACAG[C-a]AATGAATGTT 22 2| 55.29
hsa]jmiR-181c|nat|as| ACTCACCGACAGGTTGAATGTT 22 2| 58.62
hsa]miR-181c|2mut|as| ACTCAC|[C-a]GACAG[G-C]TTGAATGTT 22 2| 56.63
hsa|miR-182*|nat|as| TAGTTGGCAAGTCTAGAACCA 21 2| 545
hsa]miR-182*2mut|as| TAGTTG[G-c]CAAG[T-c]CTAGAACCA 21 2| 57.25
hsa|miR-187|nat|as| CGGCTGCAACACAAGACACGA 21 2| 62.04
hsa|miR-187|2mut|as| CGGCTG[C-a]JAACACAAGA[C-a]ACGA 21 2| 57.72
hsa]miR-199b|nat|as| GAACAGATAGTCTAAACACTGGG 23 2 55
hsa]miR-199b|2mut|as| GAACAGATAGIT-c]CTAAAC[A-c|CTGGG 23 2| 59.16
hsa]miR-203|nat|as| CTAGTGGTCCTAAACATTTCAC 22 2| 52.85
hsa|miR-203|2mut|as| CTAGT[G-c]GTCCTAAA[C-a]JATTTCAC 22 2| 51.24
hsa]miR-204|nat|as| AGGCATAGGATGACAAAGGGAA 22 2| 57.7
hsa|miR-204|2mut|as| AGGCATAG[G-a]JATGACAAA[G-C]|GGAA 22 2| 56.5
hsa|miR-210|nat|as| TCAGCCGCTGTCACACGCACAG 22 2| 66.28
hsa|miR-210|2mut|as| TCAGCC[G-c]CTGTCACAC[G-c]|CACAG 22 2| 64.97
hsa|miR-211|nat|as| AGGCGAAGGATGACAAAGGGAA 22 2| 60.48
hsa|miR-211|2mut|as| AGGC[G-a]AAGGATGACAAA[G-C]|GGAA 22 2| 59.23
hsa|miR-212|nat|as| GGCCGTGACTGGAGACTGTTA 21 2| 59.93
hsa|miR-212|2mut|as| GGCC[G-c]TGACTG[G-a]JAGACTGTTA 21 2| 57.56
hsa|miR-181a*|nat|as| GGTACAATCAACGGTCGATGGT 22 2| 59.07
hsa]miR-181a*|2mut|as| GGTA[C-a]AATCAAC[G-a]GTCGATGGT 22 2| 55.09
hsa|miR-214|nat|as| CTGCCTGTCTGTGCCTGCTGT 21 2| 63.41
hsa|miR-214|2mut|as| CTGC[C-{]TGTCTGTG[C-{]CTGCTGT 21 2| 58.93
hsa|miR-215|nat|as| GTCTGTCAATTCATAGGTCAT 21 2| 51.15
hsa|miR-215|2mut|as| GTCT[G-c]TCAATTCATAG[G-c]TCAT 21 2| 50.95
hsa]miR-216|nat|as| CACAGTTGCCAGCTGAGATTA 21 2| 56.42
hsa|miR-216|2mut|as| CACAGTTG[C-t]CAG[C-t{]TGAGATTA 21 2| 516
hsa|miR-217|nat|as| ATCCAATCAGTTCCTGATGCAGTA 24 2| 58.84
hsa|miR-217|2mut|as| ATCCAATC[A-c]|GTTCCTGATG[C-a]JAGTA 24 2| 58.59
hsa|miR-218|nat|as| ACATGGTTAGATCAAGCACAA 21 2| 53.65
hsa|miR-218|2mut|as| ACAT[G-c]GTTAGATCAAG|C-a]JACAA 21 2| 51.02
hsa]miR-219|nat|as| AGAATTGCGTTTGGACAATCA 21 2| 54.84
hsa]miR-219|2mut|as| AGAATTG[C-a]GTTT[G-c]|GACAATCA 21 2| 51.58
hsa|miR-220|nat|as| AAAGTGTCAGATACGGTGTGG 21 2| 56.08
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hsa|miR-220|2mut|as| AAAG[T-c]|GTCAGATAC[G-a]GTGTGG 21 2| 56.41
hsa|miR-221|nat|as| GAAACCCAGCAGACAATGTAGCT 23 2| 59.82
hsa|miR-221|2mut|as| GAAAC[C-t]CAGCAGACAAT[G-c]TAGCT 23 2| 57.15
hsa|miR-222|nat|as| GAGACCCAGTAGCCAGATGTAGCT 24 2| 62.31
hsa|miR-222|2mut|as| GAGAC[C-t]CAGTAG|C-t]CAGATGTAGCT 24 2| 57.8
hsa]miR-223|nat|as| GGGGTATTTGACAAACTGACA 21 2| 54.22
hsa|miR-223|2mut|as| GGGGTATTTGI[A-c][C-a]AAACTGACA 21 2| 55.12
hsa|miR-224|nat|as| TAAACGGAACCACTAGTGACTTG 23 2| 57.02
hsa|miR-224|2mut|as| TAAAC[G-a]GAACCACTAG[T-c]GACTTG 23 2| 57.32
hsa|miR-296|nat|as| ACAGGATTGAGGGGGGGCCCT 21 2| 65.8
hsa|miR-296|2mut|as| ACAG[G-a]JATTGAGGGGGG[G-c]CCCT 21 2| 63.86
hsa|miR-299-5p|nat|as| ATGTATGTGGGACGGTAAACCA 22 2| 57.93
hsa]miR-299-5p|2mut|as| ATGTATGTG|G-t]GAC[G-a]GTAAACCA 22 2| 53.83
hsa|miR-301|nat|as| GCTTTGACAATACTATTGCACTG 23 2| 55.06
hsa|miR-301|2mut|as| GCTTTGA[C-a]JAATACTATTG[C-a]JACTG 23 2 51
hsa]miR-302a|nat|as| TCACCAAAACATGGAAGCACTTA 23 2| 57.51
hsa]miR-302a|2mut|as| TCAC[C-a]JAAAACATGGAAG[C-aJACTTA 23 2| 53.34
hsa]miR-34c|nat|as| GCAATCAGCTAACTACACTGCCT 23 2| 59.61
hsa|miR-34c|2mut|as| GCAATCAGIC-t]TAACTAC[A-c]CTGCCT 23 2| 59.35
hsa|miR-106b|nat|as| ATCTGCACTGTCAGCACTTTA 21 2| 55.75
hsa]miR-106b|2mut|as| ATCTG[C-a]JACTGTCAG[C-a]JACTTTA 21 2| 50.28
hsa]miR-130b|nat|as| ATGCCCTTTCATCATTGCACTG 22 2| 58.27
hsa]miR-130b|2mut|as| ATGC[C-tJCTTTCATCATTG[C-a]JACTG 22 2| 53.44
hsa]miR-124a|nat|as| TGGCATTCACCGCGTGCCTTAA 22 2| 64.04
hsa]miR-124a|2mut|as| TGGCATTCAC[C-a]G[C-a]GTGCCTTAA 22 2| 58.71
hsa|miR-137|nat|as| CTACGCGTATTCTTAAGCAATA 22 2| 5255
hsa|miR-137|2mut|as| CTACG[C-a]GTATTCTTAAG[C-a]AATA 22 2| 46.73
hsa|miR-140|nat|as| CTACCATAGGGTAAAACCACT 21 2| 5251
hsa|miR-140|2mut|as| CTACCATAG[G-t]GTAAAA[C-t]CACT 21 2| 48.41
hsa]miR-142-3p|nat|as| TCCATAAAGTAGGAAACACTACA 23 2| 53.46
hsa]miR-142-3p|2mut|as| TCCATAAAGTA[G-c][G-aJAAACACTACA 23 2| 52.31
hsa]miR-153|nat|as| TCACTTTTGTGACTATGCAA 20 2| 50.85
hsa|miR-153|2mut|as| TCACTTTTG[T-c]G[A-cC]CTATGCAA 20 2| 56.58
hsa|miR-191*|nat|as| GGGGACGAAATCCAAGCGCAGC 22 2| 65.14
hsa]miR-191*2mut|as| GGGGA[C-a]GAAATCCAAGCI[G-c]CAGC 22 2| 62.27
hsa|miR-127|nat|as| AGCCAAGCTCAGACGGATCCGA 22 2| 64.22
hsa|miR-127|2mut|as| AGCCAAG[C-t]TCAGAC[G-a]GATCCGA 22 2| 59.9
hsa|miR-134|nat|as| CCCTCTGGTCAACCAGTCACA 21 2| 59.88
hsa|miR-134|2mut|as| CCCTCT[G-c]GTCAAC[C-a]AGTCACA 21 2| 58.06
hsa|miR-154*|nat|as| AATAGGTCAACCGTGTATGATT 22 2| 53.69
hsa]miR-154*2mut|as| AATAGGTCAA[C-][C-a]GTGTATGATT 22 2| 485
hsa|miR-320|nat|as| TTCGCCCTCTCAACCCAGCTTTT 23 2| 63.59
hsa|miR-320[2mut|as| TTCG[C-tJCCTCTCAACI|C-{]CAGCTTTT 23 2| 58.88
hsa]miR-200a|nat|as| ACATCGTTACCAGACAGTGTTA 22 2| 55.56
hsa]miR-200a|2mut|as| ACATC[G-c]TTACCAGACAGIT-c]|GTTA 22 2| 57.63
hsa]miR-29c|nat|as| ACCGATTTCAAATGGTGCTA 20 2| 53.18
hsa|miR-29c|2mut|as| ACCGATTT[C-a]AAAT[G-c]GTGCTA 20 2| 50.81
hsa|miR-323|nat|as| AGAGGTCGACCGTGTAATGTGC 22 2| 60.98
hsa|miR-323|2mut|as| AGAGGTCGACI[C-a][G-c]TGTAATGTGC 22 2| 58.74
hsa|miR-324-5p|nat|as| ACACCAATGCCCTAGGGGATGCG 23 2| 65.73
hsa|miR-324-5p|2mut|as| ACACCAATG|C-t]CCTAGG[G-t{]GATGCG 23 2| 6151
hsa|miR-324-3p|nat|as| CCAGCAGCACCTGGGGCAGTGG 22 2| 68.63
hsa|miR-324-3p|2mut|as| CCAGCAG[C-a]JACCTGGG|G-c]CAGTGG 22 2| 66.13
hsa|miR-328|nat|as| ACGGAAGGGCAGAGAGGGCCAG 22 2| 66.84
hsa|miR-328|2mut|as| ACGGAAGGI|G-c]CAGAGAGGI|G-c]CCAG 22 2| 66.84
hsa|miR-331|nat|as| TTCTAGGATAGGCCCAGGGGC 21 2| 61.2
hsa]miR-331|2mut|as| TTCTAG[G-a]ATAGG[C-t]CCAGGGGC 21 2| 56.55
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hsa|miR-335|nat|as| ACATTTTTCGTTATTGCTCTTGA 23 2| 54.05
hsa|miR-335|2mut|as| ACATTTTTC[G-C]TTATT[G-c]CTCTTGA 23 2| 52.61
hsa]miR-148b|nat|as| ACAAAGTTCTGTGATGCACTGA 22 2| 56.88
hsa]miR-148b|2mut|as| ACAAAGTTCT[G-c]TGATG[C-a]ACTGA 22 2| 53.76
hsa|miR-338|nat|as| TCAACAAAATCACTGATGCTGGA 23 2| 57.57
hsa|miR-338|2mut|as| TCAACAAAATC[A-c]CTGAT[G-c]CTGGA 23 2| 58.48
hsa|miR-339|nat|as| TGAGCTCCTGGAGGACAGGGA 21 2| 625
hsa|miR-339|2mut|as| TGAG[C-t]TCCTGGAG[G-aJACAGGGA 21 2| 58.42
hsa]miR-340|nat|as| GGCTATAAAGTAACTGAGACGGA 23 2| 56.15
hsa|miR-340|2mut|as| GGCTATAAA[G-c]TAACTGAGJA-c]CGGA 23 2| 58.62
hsa|miR-342|nat|as| GACGGGTGCGATTTCTGTGTGAGA 24 2| 64.03
hsa|miR-342|2mut|as| GACGGGTG[C-a]GATTTCTGTG[T-c]GAGA 24 2| 63.59
ptrimiR-7|nat|as| AACAAAATCACTAGTCTTCCA 21 2| 50.83
ptrimiR-7|2mut|as| AACAAAATC[A-c]CTAG[T-c]CTTCCA 21 2| 55.42
hsa]miR-135b|nat|as| CACATAGGAATGAAAAGCCATA 22 2| 52.63
hsa]miR-135b|2mut|as| CACATAG[G-a]JAATGAAAAGI|C-t]CATA 22 2| 48.32
hsa]miR-200c|nat|as| CCATCATTACCCGGCAGTATTA 22 2| 56.17
hsa]miR-200c|2mut|as| CCATCATTAC[C-t]CG[G-c]CAGTATTA 22 2| 53.9
hsa|miR-155|nat|as| CCCCTATCACGATTAGCATTAA 22 2| 53.9
hsa|miR-155|2mut|as| CCCCTATCA[C-a]GATTAG[C-a]ATTAA 22 2| 48.86
mml|miR-211|nat|as| AGGCAAAGGATGACAAAGGGAA 22 2| 58.7
mml|miR-211|2mut|as| AGGCAAAG[G-a]JATGACAAA[G-C]|GGAA 22 2| 57.48
hsa|miR-128b|nat|as| GAAAGAGACCGGTTCACTGTGA 22 2| 58.63
hsa]miR-128b|2mut|as| GAAAGAGACC[G-a][G-c]TTCACTGTGA 22 2| 56.35
hsa|miR-200a*|nat|as| TCCAGCACTGTCCGGTAAGATG 22 2| 60.5
hsa]miR-200a*|2mut|as| TCCAG[C-a]JACTGTCC[G-a]GTAAGATG 22 2| 55.63
hsa|miR-302a*|nat|as| AAAGCAAGTACATCCACGTTTA 22 2| 54.7
hsa]miR-302a*|2mut|as]| AAAG[C-aJAAGTACATCCACI[G-Cc]TTTA 22 2| 51.45
hsa|miR-34b|nat|as| CAATCAGCTAATGACACTGCCTA 23 2| 57.22
hsa|miR-34b|2mut|as| CAATCAG[C-tJ]TAATGACACT[G-c]CCTA 23 2| 54.43
hsa]miR-299-3p|nat|as| AAGCGGTTTACCATCCCACATA 22 2| 58.26
hsa]miR-299-3p|2mut|as| AAGC[G-a]GTTTACCATCI[C-tJ]CACATA 22 2| 53.62
hsa]miR-30e-3p|nat|as| GCTGTAAACATCCGACTGAAAG 22 2| 55.98
hsa]miR-30e-3p|2mut|as| GCTGTAAA[C-a]ATC[C-a]GACTGAAAG 22 2| 52.02
hsa]miR-361|nat|as| GTACCCCTGGAGATTCTGATAA 22 2| 549
hsa|miR-361|2mut|as| GTACCI[C-t]CTGGAGATTC[T-c]GATAA 22 2| 54.96
hsa|miR-362|nat|as| ACTCACACCTAGGTTCCAAGGATT 24 2| 60.33
hsa|miR-362|2mut|as| ACTCACA[C-tJCTAGGTTC[C-a]JAAGGATT 24 2| 56.62
hsa|miR-363*|nat|as| AAATTGCATCGTGATCCACCCG 22 2| 60.24
hsa]miR-363*2mut|as| AAATTG[C-a]ATCGTGATC[C-aJACCCG 22 2 56
hsa|miR-363|nat|as| TACAGATGGATACCGTGCAATT 22 2| 56.03
hsa|miR-363|2mut|as| TACAGAT[G-c]GATAC[C-a]GTGCAATT 22 2| 53.77
hsa|miR-365|nat|as| ATAAGGATTTTTAGGGGCATTA 22 2| 51.33
hsa|miR-365|2mut|as| ATAAG[G-a]JATTTTTAGGG[G-C|CATTA 22 2| 49.57
hsa|miR-302b*|nat|as| AGAAAGCACTTCCATGTTAAAGT 23 2| 55.33
hsa]miR-302b*|2mut|as| AGAAAG[C-a]JACTTC[C-a]JATGTTAAAGT 23 2| 51.15
hsa]miR-302b|nat|as| CTACTAAAACATGGAAGCACTTA 23 2| 53.03
hsa]miR-302b|2mut|as| CTACTAAAA[C-a]ATGGAAG[C-a]JACTTA 23 2| 48.86
hsa]miR-302c*|nat|as| CAGCAGGTACCCCCATGTTAAA 22 2| 58.8
hsa]miR-302c*|2mut|as| CAGCAGGTACIC-t]C[C-t]CATGTTAAA 22 2| 54.23
hsa]miR-302c|nat|as| CCACTGAAACATGGAAGCACTTA 23 2| 57.86
hsa]miR-302c|2mut|as| CCACTGAAA[C-a]ATGGAAG[C-a]JACTTA 23 2| 53.73
hsa]miR-302d|nat|as| ACACTCAAACATGGAAGCACTTA 23 2| 57.25
hsa]miR-302d|2mut|as| ACACTCAAA[C-a]ATGGAAG[C-aJACTTA 23 2| 53.08
hsa|miR-367|nat|as| TCACCATTGCTAAAGTGCAATT 22 2| 55.56
hsa|miR-367|2mut|as| TCACCATT[G-c]CTAAAGTG[C-a]AATT 22 2| 52.06
hsa]miR-368|nat|as| AAACGTGGAATTTCCTCTATGT 22 2| 54.16
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hsa|miR-368|2mut|as| AAAC[G-C]TGGAATTT[C-tJ]CTCTATGT 22 2| 51.78
hsa|miR-369-5p|nat|as| GCGAATATAACACGGTCGATCT 22 2| 56.76
hsa]miR-369-5p|2mut|as| GCGAATATAA[C-a]AC[G-a]GTCGATCT 22 2| 52.81
hsa|miR-369-3p|nat|as| AAAGATCAACCATGTATTATT 21 2| 46.47
hsa]miR-369-3p|2mut|as| AAAGATCAAC[C-a]AT[G-C]TATTATT 21 2| 44.06
hsa|miR-370|nat|as| CCAGGTTCCACCCCAGCAGGC 21 2| 65.94
hsa|miR-370[2mut|as| CCAGGTTC[C-a]JACC[C-t]CAGCAGGC 21 2| 61.69
hsa]miR-371|nat|as| ACACTCAAAAGATGGCGGCAC 21 2| 59.87
hsa|miR-371|2mut|as| ACACT[C-a]AAAAGATGG|[C-a]GGCAC 21 2| 54.29
hsa|miR-372|nat|as| ACGCTCAAATGTCGCAGCACTTT 23 2| 62.86
hsa|miR-372|2mut|as| ACGCTCAAAT[G-c]TC[G-c]CAGCACTTT 23 2| 61.68
hsa|miR-373*|nat|as| GGAAAGCGCCCCCATTTTGAGT 22 2| 62.44
hsa|miR-373*2mut|as| GGAAAGC[G-c]CCC[C-t]CATTTTGAGT 22 2| 59.34
hsa|miR-373|nat|as| ACACCCCAAAATCGAAGCACTTC 23 2| 60.54
hsa|miR-373|2mut|as| ACACC[C-t]CAAAATCGAAG[C-a]JACTTC 23 2| 55.94
hsa|miR-374|nat|as| CACTTATCAGGTTGTATTATAA 22 2| 47.19
hsa|miR-374|2mut|as| CACTTATCAG|[G-C]TT[G-C]TATTATAA 22 2| 47.01
hsa|miR-375|nat|as| TCACGCGAGCCGAACGAACAAA 22 2| 64.03
hsa|miR-375|2mut|as| TCACG[C-a]GAGCCGAA[C-a]GAACAAA 22 2| 58.88
hsa|miR-376a*|nat|as| CTCATAGAAGGAGAATCTACC 21 2| 50.1
hsa]miR-376a*|2mut|as| CTCATAGAAGI[G-a][A-c]GAATCTACC 21 2| 50.8
hsa|miR-376a|nat|as| ACGTGGATTTTCCTCTATGAT 21 2| 52.59
hsa]miR-376a|2mut|as| ACGT[G-C]|GATTTT[C-t]CTCTATGAT 21 2| 50.9
hsa|miR-377|nat|as| ACAAAAGTTGCCTTTGTGTGAT 22 2| 55.96
hsa|miR-377|2mut|as| ACAAAAGTTG[C-t][C-]TTTGTGTGAT 22 2| 52.17
hsa|miR-378|nat|as| ACACAGGACCTGGAGTCAGGAG 22 2| 6161
hsa|miR-378|2mut|as| ACACAGGA[C-t]CT[G-c]GAGTCAGGAG 22 2| 59.4
hsa|miR-422b|nat|as| GGCCTTCTGACTCCAAGTCCAG 22 2| 61.04
hsa]miR-422b|2mut|as| GGCCTTCTG[A-c]CTC[C-a]AAGTCCAG 22 2| 61.87
hsa]miR-379|nat|as| TACGTTCCATAGTCTACCA 19 2| 49.31
hsa|miR-379|2mut|as| TACGTTC[C-a]ATAG[T-c]CTACCA 19 2| 50.33
hsa]miR-380-5p|nat|as| GCGCATGTTCTATGGTCAACCA 22 2| 59.91
hsa]miR-380-5p|2mut|as| GCGCAT[G-C]TTCTAT[G-c]|GTCAACCA 22 2| 59.41
hsa]miR-380-3p|nat|as| AAGATGTGGACCATATTACATA 22 2| 50.54
hsa]miR-380-3p|2mut|as| AAGATGT[G-c]GAC[C-a]JATATTACATA 22 2| 48.94
hsa]miR-381|nat|as| ACAGAGAGCTTGCCCTTGTATA 22 2| 574
hsa|miR-381|2mut|as| ACAGAGAGIC-]TTG[C-{]CCTTGTATA 22 2| 52.67
hsa|miR-382|nat|as| CGAATCCACCACGAACAACTTC 22 2| 584
hsa|miR-382|2mut|as| CGAATCCACIC-a]A[C-a]GAACAACTTC 22 2| 545
hsa]miR-383|nat|as| AGCCACAATCACCTTCTGATCT 22 2| 57.94
hsa|miR-383|2mut|as| AGCCACAATCI[A-c][C-t]CTTCTGATCT 22 2| 57.41
hsa|miR-330|nat|as| TCTCTGCAGGCCGTGTGCTTTGC 23 2| 66.88
hsa|miR-330[2mut|as| TCTCTGCAGGIC-{]CGTGT[G-c]CTTTGC 23 2| 63.74
hsa]miR-337|nat|as| AAAGGCATCATATAGGAGCTGGA 23 2| 57.89
hsa|miR-337|2mut|as| AAAG[G-c]CATCATATAGGAGIC-t]TGGA 23 2| 55.87
hsa|miR-326|nat|as| CTGGAGGAAGGGCCCAGAGG 20 2| 61.79
hsa|miR-326[2mut|as| CTGGAG[G-a]JAAGGG[C-t]CCAGAGG 20 2| 56.99
hsa|miR-151|nat|as| CCTCAAGGAGCTTCAGTCTAGT 22 2| 57.37
hsa|miR-151|2mut|as| CCTCAAGGAGIC-t]TTCAG[T-c]CTAGT 22 2| 57.91
hsa]miR-133b|nat|as| TAGCTGGTTGAAGGGGACCAA 21 2| 59.34
hsa]miR-133b|2mut|as| TAGCT[G-c]GTTGAAGG[G-t]|GACCAA 21 2| 57.48
hsa|miR-325|nat|as| ACACTTACTGGACACCTACTAGG 23 2| 57.39
hsa|miR-325|2mut|as| ACACTTACT[G-c]|GACA[C-t]CTACTAGG 23 2| 55.32
hsa|miR-345|nat|as| GCCCTGGACTAGGAGTCAGCA 21 2| 61.56
hsa|miR-345|2mut|as| GCCCT[G-c]GACTAG[G-a]JAGTCAGCA 21 2| 59.71
hsa|miR-346|nat|as| AGAGGCAGGCATGCGGGCAGACA 23 2| 69.68
hsa|miR-346[2mut|as| AGAGGCAG|G-c]JCATG[C-a]GGGCAGACA 23 2| 66.83
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hsa|miR-384|nat|as| TATGAACAATTTCTAGGAAT 20 2| 4457
hsa|miR-384|2mut|as| TATGAA[C-a]AATTTCTA[G-C]|GAAT 20 2| 435
hsa]miR-196b|nat|as| CCAACAACAGGAAACTACCTA 21 2| 53.31
hsa]miR-196b|2mut|as| CCAACAACAGI|G-a]AAA[C-]TACCTA 21 2| 49.76
hsa|miR-412|nat|as| ACGGCTAGTGGACCAGGTGAAGT 23 2| 64.2
hsa|miR-412|2mut|as| ACGG[C-t]TAGTGGAC[C-a]AGGTGAAGT 23 2| 60.52
IcajmiR-16|nat|as| CACCAATATTTACGTGCTGCTA 22 2| 55.22
IcajmiR-16|2mut|as| CACC[A-c]ATATTTACGT[G-c]CTGCTA 22 2| 56.09
hsa|miR-18b|nat|as| TAACTGCACTAGATGCACCTTA 22 2| 55.37
hsa|miR-18b|2mut|as| TAACTG[C-a]JACTAGATG[C-a]JACCTTA 22 2| 50.09
ptrimiR-34a|nat|as| ACAACCAGCTAAGACACTGCCA 22 2| 60.64
ptrimiR-34a|2mut|as| ACAACCAGIC-t]TAAGAC[A-c]CTGCCA 22 2| 60.38
ptrimiR-196|nat|as| CCCAACAACATGAAACTACCTA 22 2| 54.43
ptrimiR-196|2mut|as| CCCAACAA[C-a]AT[G-a]JAAACTACCTA 22 2| 504
hsa|miR-422a|nat|as| GGCCTTCTGACCCTAAGTCCAG 22 2| 60.55
hsa|miR-422a]2mut|as| GGCCTTCTGA|C-][C-t]CTAAGTCCAG 22 2| 56.62
hsa|miR-423|nat|as| CTGAGGGGCCTCAGACCGAGCT 22 2| 66.28
hsa|miR-423|2mut|as| CTGAGGGGIC-{]CTCAGAC[C-a]GAGCT 22 2| 614
hsa|miR-424|nat|as| TTCAAAACATGAATTGCTGCTG 22 2| 55.02
hsa|miR-424|2mut|as| TTCAAAA[C-a]ATGAATT[G-c]CTGCTG 22 2| 52.45
hsa|miR-425-3p|nat|as| GGCGGACACGACATTCCCGAT 21 2| 63.23
hsa]miR-425-3p|2mut|as| GGCGGACA[C-a]GACATTC[C-t]CGAT 21 2| 58.58
hsa]miR-425-5p|nat|as| TCAACGGGAGTGATCGTGTCATT 23 2| 60.88
hsa]miR-425-5p|2mut|as| TCAAC[G-a]GGAGTGATC[G-c]TGTCATT 23 2| 58.18
hsa]miR-20b|nat|as| CTACCTGCACTATGAGCACTTTG 23 2 58
hsa|miR-20b|2mut|as| CTACCTG[C-a]JACTATGAG[C-a]JACTTTG 23 2| 53.11
hsa|miR-432|nat|as| CCACCCAATGACCTACTCCAAGA 23 2| 60.44
hsa|miR-432|2mut|as| CCAC[C-t]CAATGACCTACTC[C-a]JAAGA 23 2| 56.54
hsa|miR-433|nat|as| ACACCGAGGAGCCCATCATGAT 22 2| 62.11
hsa|miR-433|2mut|as| ACAC[C-a]GAGGAGIC-t]CCATCATGAT 22 2| 57.14
hsa|miR-448|nat|as| ATGGGACATCCTACATATGCAA 22 2| 55.52
hsa|miR-448|2mut|as| ATGGGACAT[C-t]CTA[C-a]JATATGCAA 22 2| 51.99
hsa]miR-429|nat|as| ACGGTTTTACCAGACAGTATTA 22 2| 53.29
hsa|miR-429|2mut|as| ACGGTTTTAC[C-a]JAGA[C-a]JAGTATTA 22 2| 49.82
hsa]miR-449|nat|as| ACCAGCTAACAATACACTGCCA 22 2| 58.45
hsa|miR-449|2mut|as| ACCAGIC-t]TAACAATAC[A-c]CTGCCA 22 2| 58.16
hsa|miR-450|nat|as| TATTAGGAACACATCGCAAAAA 22 2| 52.77
hsa|miR-450|2mut|as| TATTAG[G-aJAACACATC[G-cC|CAAAAA 22 2| 50.03
hsa]miR-431|nat|as| TGCATGACGGCCTGCAAGACA 21 2| 63.41
hsa|miR-431|2mut|as| TGCATGACGG[C-f]CTG[C-a]AAGACA 21 2| 58.08
hsa]miR-329|nat|as| AAAGAGGTTAACCAGGTGTGTT 22 2| 56.25
hsa|miR-329|2mut|as| AAAGAG[G-c]TTAAC[C-a]JAGGTGTGTT 22 2| 54.83
hsa|miR-453|nat|as| CGAACTCACCACGGACAACCTC 22 2| 61.69
hsa|miR-453|2mut|as| CGAACTCACIC-a]AC[G-a]GACAACCTC 22 2| 57.78
hsa|miR-451|nat|as| AAACTCAGTAATGGTAACGGTTT 23 2| 55.07
hsa|miR-451|2mut|as| AAACTCIA-c]GTAATGGTAAC[G-a]GTTT 23 2| 55.07
hsa]miR-452|nat|as| GTCTCAGTTTCCTCTGCAAACA 22 2| 57.2
hsa|miR-452|2mut|as| GTCTCAGTTT[C-tJCTCTG[C-a]AAACA 22 2| 52.92
hsa|miR-452*|nat|as| CTTCTTTGCAGATGAGACTGA 21 2| 53.74
hsa]miR-452*2mut|as| CTTCTTTG[C-aJAGATGAG[A-c]CTGA 21 2| 53.73
hsa]miR-409-5p|nat|as| TGCAAAGTTGCTCGGGTAACCT 22 2| 612
hsa]miR-409-5p|2mut|as| TGCAAAGTT[G-c]CTC[G-a]GGTAACCT 22 2| 58.08
hsa|miR-409-3p|nat|as| AGGGGTTCACCGAGCAACATTCG 23 2| 64.09
hsa]miR-409-3p|2mut|as| AGGGGTTCAC[C-a]GAG[C-a]JAACATTCG 23 2| 59.51
ptrimiR-26a|nat|as| AGCCTATCCTGGATTACTTGAA 22 2| 54.84
ptrimiR-26a|2mut|as| AGCCTATCCT[G-c][G-a]JATTACTTGAA 22 2| 53.07
ptrjmiR-92|nat|as| ACAGGCCGGGACAAGTGCAATA 22 2| 63.04
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ptrimiR-92|2mut|as| ACAGG[C-t{]CGGGACAAGTG[C-aJAATA 22 2| 57.85
ptrjmiR-181b|nat|as| AACCCACCGACAGCAATGAATGTT 24 2| 6257
ptrimiR-181b|2mut|as| AACCCAC|[C-a]GACAG[C-a]JAATGAATGTT 24 2| 58.08
ptrimiR-20|nat|as| TACCTGCACTATAAGCACTTTA 22 2| 53.09
ptrimiR-20|2mut|as| TACCTG[C-a]JACTATAAG[C-aJACTTTA 22 2| 47.77
ptrimiR-29b|nat|as| ACTGATTTCAAATGGTGCTA 20 2| 50.59
ptrimiR-29b|2mut|as| ACTGATTT[C-a]AAAT[G-C]GTGCTA 20 2| 48.24
hsa|miR-410|nat|as| ACAGGCCATCTGTGTTATATT 21 2| 52.87
hsa|miR-410|2mut|as| ACAGG[C-t]JCATCTG[T-c]GTTATATT 21 2| 52.96
hsa|miR-376b|nat|as| AACATGGATTTTCCTCTATGAT 22 2| 51.36
hsa]miR-376b|2mut|as| AACAT[G-C]GATTTT[C-t]CTCTATGAT 22 2| 49.74
hsa|miR-483|nat|as| AGAAGACGGGAGGAGAGGAGTGA 23 2| 62.67
hsa|miR-483|2mut|as| AGAAGACI[G-a]GGAGGAGAG[G-aJAGTGA 23 2| 58.72
hsa|miR-484|nat|as| ATCGGGAGGGGACTGAGCCTGA 22 2| 65.31
hsa|miR-484|2mut|as| ATCGGGAGG[G-tJGACTGAG|C-t]CTGA 22 2| 60.82
hsa|miR-485-5p|nat|as| GAATTCATCACGGCCAGCCTCT 22 2| 61.42
hsa]miR-485-5p|2mut|as| GAATTCATCA[C-a]GGCCAG|C-t]CTCT 22 2| 56.56
hsa]miR-485-3p|nat|as| AGAGAGGAGAGCCGTGTATGAC 22 2| 59.45
hsa]miR-485-3p|2mut|as| AGAGAGGAGA[G-c][C-{]CGTGTATGAC 22 2| 56.87
hsa|miR-486|nat|as| CTCGGGGCAGCTCAGTACAGGA 22 2| 64.22
hsa|miR-486|2mut|as| CTCGGG[G-c]CAGCTCAGTA[C-a]JAGGA 22 2| 62.51
hsa|miR-487a|nat|as| AACTGGATGTCCCTGTATGATT 22 2| 55.38
hsa]miR-487a|2mut|as| AACT[G-c]GATGTC[C-t]CTGTATGATT 22 2| 53.16
ggo|miR-200c|nat|as| TCCATCATTACCCGGCAGTATT 22 2| 57.81
ggojmiR-200c|2mut|as| TCCATCATTA[C-t]CCG[G-C]CAGTATT 22 2| 55.58
ggo|miR-141|nat|as| CCATCTTTACCAGACAGTGTT 21 2| 53.66
ggo|miR-141|2mut|as| CCATCTTTAC[C-a]AGA[C-a]JAGTGTT 21 2| 50.05
ppalmiR-141|nat|as| GCATCTTTACCAGACAGTGTT 21 2| 54.29
ppa|miR-141|2mut|as| GCATCTTTAC[C-a]JAGA[C-a]JAGTGTT 21 2| 50.71
ptrjmiR-23b|nat|as| GTGGTAATCCCTGGCAATGTGAT 23 2| 59.69
ptrimiR-23b|2mut|as| GTGGTAATC[C-t]CTG[G-c]CAATGTGAT 23 2| 57.49
ptrimiR-30b|nat|as| GCTGAGTGTAGGATGTTTACA 21 2| 53.46
ptrimiR-30b|2mut|as| GCTGAGTGTA[G-C][G-a]JATGTTTACA 21 2| 52.23
ppalmiR-130a|nat|as| GCCCTTTTAACATTGCACTG 20 2| 53.57
ppalmiR-130a|2mut|as| GCCCTTTTA[A-c]CATTG[C-aJACTG 20 2| 52.62
ppy|miR-133alnat|as| ACAGCTGGTTGAAGGGGACAA 21 2| 60.15
ppy|miR-133al2mut|as| ACAG|C-t]TGGTTGAAGG|G-t)|GACAA 21 2| 56.11
ptrimiR-133a|nat|as| CAGCTGGTTGAAGGGGACCAA 21 2| 60.8
ptrimiR-133a|2mut|as| CAGCT[G-c]GTTGAAGG[G-t{|GACCAA 21 2| 58.93
mne|miR-140|nat|as| CTACCATAGGGTAGAACCACT 21 2| 53.79
mne|miR-140|2mut|as| CTACCATAG|G-tJGTAGAA[C-t]CACT 21 2| 49.66
ppajmiR-144|nat|as| GTAGTACATCATCTATACTGTA 22 2| 476
ppajmiR-144|2mut|as| GTAGTA[C-a]JATCATCTATA[C|TGTA 22 2| 44.15
ptrimiR-29a|nat|as| AACCGATTTCAGATGGTGCTAG 22 2| 56.87
ptrimiR-29a|2mut|as| AACC[G-a]JATTTCAGATGGT[G-c]CTAG 22 2| 54.23
ppy|miR-10a|nat|as| CACAAATTCGGATCTACGGGGTA 23 2| 58.86
ppy|miR-10a|2mut|as| CACAAATTC[G-a]GATCTAC[G-a]GGGTA 23 2| 54.43
mne|miR-220|nat|as| AAAGTGTCAGACATGGTGGTGG 22 2| 59.21
mne|miR-220|2mut|as| AAAG[T-c]GTCAGACATGGT[G-c]GTGG 22 2| 61.75
ggo|miR-220|nat|as| AAAGTGTCAGACACGGTGTGG 21 2| 58.86
ggo|miR-220|2mut|as| AAAG[T-c]GTCAGACAC[G-a]GTGTGG 21 2| 59.18
mne|miR-197|nat|as| GCCGGGTGGAGAAGGTGGTGAA 22 2| 65.26
mne|miR-197|2mut|as| GCCG[G-t]GTGGAGAAGGT|[G-C]GTGAA 22 2| 63.38
age|miR-198|nat|as| CCTAGCTCCCCTCTGGACC 19 2| 58.05
age|miR-198|2mut|as| CCTAGCTCC[C-]CTCT[G-c]GACC 19 2| 55.48
mne|miR-198|nat|as| CCTATTTCCCCTCTGGACC 19 2| 53.72
mne|miR-198|2mut|as| CCTATTTCCIC-t]CTCT[G-c]|GACC 19 2| 51.24
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sla|miR-198|nat|as| TCGAGCTCCCCTCTGGACC 19 2| 60.26
slajmiR-198|2mut|as| TCGAGCTCC[C-tJCTCT[G-c]GACC 19 2| 57.65
lla|miR-198|nat|as| CCTAGCTCCCTTCTGGACC 19 2| 56.03
lla|miR-198|2mut|as| CCTAGCTCIC-t]CTTCT[G-c]GACC 19 2| 53.52
ptrimiR-27a|nat|as| GGCGGAACTTAGCCACTGTGAA 22 2| 61.51
ptrimiR-27a|2mut|as| GGCG[G-a]JAACTTAG[C-t]CACTGTGAA 22 2| 57.23
hsa|miR-488|nat|as| TTGAGAGTGCCATTATCTGGG 21 2| 55.62
hsa|miR-488|2mut|as| TTGAGAGTGIC-t]CATTAT[C-t]TGGG 21 2| 51.63
hsa]miR-489|nat|as| GCTGCCGTATATGTGATGTCACT 23 2| 59.45
hsa|miR-489|2mut|as| GCTG[C-t]CGTATATG[T-c]|GATGTCACT 23 2| 59.45
hsa|miR-490|nat|as| CAGCATGGAGTCCTCCAGGTTG 22 2| 61.36
hsa|miR-490|2mut|as| CAGCAT[G-c]JGAGTCCTC[C-a]AGGTTG 22 2| 59.62
hsa|miR-491|nat|as| TCCTCATGGAAGGGTTCCCCACT 23 2| 63.88
hsa|miR-491|2mut|as| TCCTCAT[G-c]GAAGGGTTCC[C-t]CACT 23 2| 61.56
hsa|miR-511|nat|as| TGACTGCAGAGCAAAAGACAC 21 2| 57.15
hsa|miR-511|2mut|as| TGACTG[C-a]JAGAG[C-a]AAAAGACAC 21 2| 51.81
hsa|miR-146b|nat|as| AGCCTATGGAATTCAGTTCTCA 22 2| 55.38
hsa]miR-146b|2mut|as| AGCCTAT[G-c]GAATTC[A-c]GTTCTCA 22 2| 57.75
hsa|miR-202*|nat|as| AAAGAAGTATATGCATAGGAAA 22 2| 49.07
hsa]miR-202*|2mut|as| AAAGAA[G-C]TATATG[C-a]JATAGGAAA 22 2| 46.38
hsa]miR-202|nat|as| TTTTCCCATGCCCTATACCTCT 22 2| 57.18
hsa|miR-202|2mut|as| TTTTCCCATG|C-][C-{]CTATACCTCT 22 2| 52.72
hsa|miR-492|nat|as| AAGAATCTTGTCCCGCAGGTCCT 23 2| 62.62
hsa|miR-492|2mut|as| AAGAATCTTGT[C-t]CC[G-c]CAGGTCCT 23 2| 60.15
hsa|miR-493-5p|nat|as| AATGAAAGCCTACCATGTACAA 22 2| 54.16
hsa]miR-493-5p|2mut|as| AATGAAAGI[C-tf]CTAC[C-aJATGTACAA 22 2| 49.8
hsa]miR-493-3p|nat|as| CTGGCACACAGTAGACCTTCA 21 2| 57.82
hsa]miR-493-3p|2mut|as| CTGG[C-a]JACACAGTAGAI[C-t]CTTCA 21 2| 52.83
hsa|miR-432*|nat|as| AGACATGGAGGAGCCATCCAG 21 2| 59.56
hsa]miR-432*2mut|as| AGACAT[G-c]|GAGGAG[C-t]CATCCAG 21 2| 56.85
hsa|miR-494|nat|as| AAGAGGTTTCCCGTGTATGTTTCA 24 2| 59.42
hsa|miR-494|2mut|as| AAGAGGTTTCC[C-a][G-cITGTATGTTTCA 24 2| 57.29
hsa|miR-495|nat|as| AAAGAAGTGCACCATGTTTGTTT 23 2| 56.86
hsa|miR-495|2mut|as| AAAGAAGTG[C-a]AC[C-a]ATGTTTGTTT 23 2| 52.71
hsa]miR-496|nat|as| GAGATTGGCCATGTAAT 17 2| 44.82
hsa|miR-496|2mut|as| GAGATTGG|C-t][C-a]ATGTAAT 17 2| 38.53
hsa|miR-193b]|nat|as| AAAGCGGGACTTTGAGGGCCAGTT 24 2| 66.02
hsa|miR-193b|2mut|as| AAAGI|C-a]GGGACTTTGAGGG|C-{]CAGTT 24 2| 60.76
hsa]miR-497|nat|as| ACAAACCACAGTGTGCTGCTG 21 2| 60.01
hsa|miR-497|2mut|as| ACAAAC[C-a]JACAGTGT[G-c]CTGCTG 21 2| 57.37
hsa]miR-181d|nat|as| AACCCACCGACAACAATGAATGTT 24 2| 60.68
hsa]jmiR-181d|2mut|as| AACCCAC[C-a]GACAA[C-a]AATGAATGTT 24 2| 56.97
hsa|miR-512-5p|nat|as| GAAAGTGCCCTCAAGGCTGAGTG 23 2| 62.46
hsa]miR-512-5p|2mut|as| GAAAGTGI[C-fJCCTCAAG[G-C]CTGAGTG 23 2| 60.01
hsa|miR-512-3p|nat|as| GACCTCAGCTATGACAGCACTT 22 2| 58.52
hsa]miR-512-3p|2mut|as| GACCTCAGI|C-t]TATGACAG|[C-a]JACTT 22 2| 53.9
hsa|miR-498|nat|as| GAAAAACGCCCCCTGGCTTGAAA 23 2| 63.21
hsa|miR-498|2mut|as| GAAAAAC[G-c]CCCCCTG[G-c]CTTGAAA 23 2| 62.51
hsa]miR-520e|nat|as| CCCTCAAAAAGGAAGCACTTT 21 2| 55.05
hsa]miR-520e|2mut|as| CCCTCAAAAA[G-c]|GAAG[C-a]ACTTT 21 2| 52.98
hsa|miR-515-5p|nat|as| CAGAAAGTGCTTTCTTTTGGAGAA 24 2| 56.99
hsa]miR-515-5p|2mut|as| CAGAAAGT[G-C]CTTTCTTTT[G-C]GAGAA 24 2| 56.25
hsa]miR-515-3p|nat|as| ACGCTCCAAAAGAAGGCACTC 21 2| 59.28
hsa]miR-515-3p|2mut|as| ACGCTC[C-a]JAAAAGAAGI[G-C]CACTC 21 2| 57.49
hsa|miR-519e*|nat|as| GAAAGTGCTCCCTTTTGGAGAA 22 2| 57.23
hsa]miR-519e*|2mut|as]| GAAAGTGCTCIC-t]CTTTT[G-c]GAGAA 22 2| 55.02
hsa]miR-519e|nat|as| ACACTCTAAAAGGAGGCACTTT 22 2| 56.05
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hsa]miR-519e|2mut|as| ACAC[T-c|CTAAAAGGAGI|G-c]CACTTT 22 2| 58.37
hsa|miR-520f|nat|as| AACCCTCTAAAAGGAAGCACTT 22 2| 56.06
hsa]miR-520f|2mut|as| AACC[C-t]TCTAAAAGGAAG[C-aJACTT 22 2| 51.64
hsa]miR-526c¢|nat|as| AACAGAAAGCGCTTCCCTCTAGAG 24 2| 61.35
hsa]miR-526¢|2mut|as| AACAGAAAGC[G-c]CTTC[C-t]CTCTAGAG 24 2| 585
hsa]miR-519c|nat|as| ATCCTCTAAAAAGATGCACTTT 22 2| 52.13
hsa]miR-519c|2mut|as| ATCC[T-c]CTAAAAAGATG|[C-a]JACTTT 22 2| 51.76
hsa]miR-520a*|nat|as| AGAAAGTACTTCCCTCTGGAG 21 2| 54.28
hsa]miR-520a*|2mut|as]| AGAAAGTA[C-]TTC[C-t]CTCTGGAG 21 2| 50.15
hsa]miR-520a|nat|as| ACAGTCCAAAGGGAAGCACTTT 22 2| 58.88
hsa]miR-520a|2mut|as| ACAGTC[C-a]JAAAG[G-t]GAAGCACTTT 22 2| 55.36
hsa]miR-526b|nat|as| AACAGAAAGTGCTTCCCTCAAGAG 24 2| 59.94
hsa]miR-526b|2mut|as| AACAGAAAGT[G-c]CTTC[C-t]CTCAAGAG 24 2| 57.07
hsa|miR-526b*|nat|as| GCCTCTAAAAGGAAGCACTTT 21 2| 5457
hsa]miR-526b*|2mut|as| GCCTCTAAAA[G-c]|GAAG[C-a]JACTTT 21 2| 5251
hsa|miR-519b|nat|as| AAACCTCTAAAAGGATGCACTTT 23 2| 55.34
hsa]miR-519b|2mut|as| AAAC[C-t]TCTAAAAGGATG[C-a]JACTTT 23 2| 51.13
hsa]miR-525|nat|as| AGAAAGTGCATCCCTCTGGAG 21 2| 57.65
hsa|miR-525|2mut|as| AGAAAGTG[C-a]ATC[C-t]CTCTGGAG 21 2| 52.54
hsa]miR-525*nat|as| GCTCTAAAGGGAAGCGCCTTC 21 2| 59.45
hsa]miR-525*2mut|as| GCTCTAAAG[G-t)]GAAGC[G-c]CCTTC 21 2| 56.76
hsa|miR-523|nat|as| CCCTCTATAGGGAAGCGCGTT 21 2| 59.87
hsa|miR-523|2mut|as| CCCTCTATAG[G-t]GAAGC[G-c]CGTT 21 2| 57.15
hsa|miR-518f*|nat|as| AGAGAAAGTGCTTCCCTCTAGAG 23 2| 57.71
hsa|miR-518f*|2mut|as| AGAGAAAGT[G-c]CTTC[C-tJ]CTCTAGAG 23 2| 54.69
hsa|miR-518f|nat|as| TCCTCTAAAGAGAAGCGCTTT 21 2| 55.19
hsa]miR-518f|2mut|as| TCCTCTAAAGIA-c]GAAGC[G-c|CTTT 21 2| 57.58
hsa]miR-520b|nat|as| CCCTCTAAAAGGAAGCACTTT 21 2| 53.94
hsa]miR-520b|2mut|as| CCCTCTAAAA[G-c]GAAG[C-a]JACTTT 21 2| 51.87
hsa|miR-518b]|nat|as| ACCTCTAAAGGGGAGCGCTTTG 22 2| 61.06
hsa]miR-518b|2mut|as| ACCTCTAAAG|G-tJGGAGC[G-C]CTTTG 22 2| 58.46
hsa]miR-526a|nat|as| AGAAAGTGCTTCCCTCTAGAG 21 2| 54.64
hsa]miR-526a|2mut|as| AGAAAGT[G-c]CTTC[C-t]CTCTAGAG 21 2| 51.33
hsa]miR-520c|nat|as| AACCCTCTAAAAGGAAGCACTTT 23 2| 56.96
hsa]miR-520c|2mut|as| AACC[C-t]TCTAAAAGGAAG[C-aJACTTT 23 2| 52.74
hsa|miR-518c*|nat|as| CAGAAAGTGCTTCCCTCCAGAGA 23 2| 60.64
hsa]miR-518c*|2mut|as| CAGAAAGT[G-c]CTTC[C-t{]CTCCAGAGA 23 2| 57.64
hsa]miR-518c|nat|as| CACTCTAAAGAGAAGCGCTTTG 22 2| 55.98
hsa]miR-518c|2mut|as| CACTCTAAAG[A-c|GAAGCI[G-c]CTTTG 22 2| 58.19
hsa|miR-524*|nat|as| GAGAAAGTGCTTCCCTTTGTAG 22 2| 55.35
hsa]miR-524*2mut|as| GAGAAAGT[G-C]CTTC[C-t]CTTTGTAG 22 2| 52.26
hsa]miR-524|nat|as| ACTCCAAAGGGAAGCGCCTTC 21 2| 61.12
hsa|miR-524|2mut|as| ACTCCAAAG[G-tJGAAGCI[G-c]CCTTC 21 2| 58.42
hsa|miR-517*|nat|as| AGACAGTGCTTCCATCTAGAGG 22 2| 57.44
hsa]miR-517*2mut|as| AGACAGT[G-c]CTTC[C-a]ATCTAGAGG 22 2| 54.83
hsa]miR-517a|nat|as| AACACTCTAAAGGGATGCACGAT 23 2| 58.79
hsa]lmiR-517a|2mut|as| AACACTCTAAA[G-C][G-t]GATGCACGAT 23 2| 57.1
hsa|miR-519d|nat|as| ACACTCTAAAGGGAGGCACTTTG 23 2| 59.23
hsa]miR-519d|2mut|as| ACACTCTAAAG[G-t]GAG[G-c]CACTTTG 23 2| 57.53
hsa]miR-521|nat|as| ACACTCTAAAGGGAAGTGCGTT 22 2| 58.36
hsa|miR-521|2mut|as| ACACTCTAAA[G-c][G-t]GAAGTGCGTT 22 2| 56.61
hsa|miR-520d*|nat|as| CAGAAAGGGCTTCCCTTTGTAGA 23 2 59
hsa]miR-520d*|2mut|as]| CAGAAAGG[G-c|[CTTC[C-t]CTTTGTAGA 23 2| 56.8
hsa|miR-520d|nat|as| AACCCACCAAAGAGAAGCACTTT 23 2| 59.66
hsa]miR-520d|2mut|as| AACCCAC[C-a]AAAGAGAAGI[C-a]JACTTT 23 2| 55.47
hsa]miR-517b|nat|as| AACACTCTAAAGGGATGCACGA 22 2| 58.16
hsa]lmiR-517b|2mut|as| AACA[C-t]TCTAAAG[G-t]GATGCACGA 22 2| 54.76
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hsa]miR-520g|nat|as| ACACTCTAAAGGGAAGCACTTTGT 24 2| 59.38
hsa]miR-520g|2mut|as| ACACTCTAAAG[G-t]GAAG[C-aJACTTTGT 24 2| 55.36
hsa|miR-516-5p|nat|as| AAAGTGCTTCTTACCTCCAGATG 23 2| 57.12
hsa]miR-516-5p|2mut|as| AAAGT[G-C]CTTCTTACCTC[C-a]JAGATG 23 2| 54.63
hsa|miR-516-3p|nat|as| ACCCTCTGAAAGGAAGCA 18 2| 52.43
hsa]miR-516-3p|2mut|as| ACCCTC[T-c]GAAAG[G-a]JAAGCA 18 2| 53.19
hsa]miR-518e|nat|as| ACACTCTGAAGGGAAGCGCTTT 22 2| 60.94
hsa]miR-518e|2mut|as| ACACTCTGAA[G-c]GGAAGC[G-c]CTTT 22 2| 60.64
hsa|miR-527|nat|as| AGAAAGGGCTTCCCTTTGCAG 21 2| 59.04
hsa|miR-527|2mut|as| AGAAAGG[G-c|[CTTC[C-t]CTTTGCAG 21 2| 56.65
hsa]miR-518a|nat|as| TCCAGCAAAGGGAAGCGCTTT 21 2| 61.36
hsa]miR-518a|2mut|as| TCCAGCAAAG[G-t]GAAGC[G-c]CTTT 21 2| 58.64
hsa]miR-518d|nat|as| GCTCCAAAGGGAAGCGCTTTG 21 2| 60.77
hsa]miR-518d|2mut|as| GCTCCAAAG[G-t]GAAGC[G-c]CTTTG 21 2| 58.12
hsa]jmiR-517c|nat|as| ACACTCTAAAAGGATGCACGAT 22 2| 56.23
hsa]miR-517c|2mut|as| ACAC[T-c|CTAAAAGGATG[C-a]JACGAT 22 2| 55.91
hsa]miR-520h|nat|as| ACTCTAAAGGGAAGCACTTTGT 22 2| 56.05
hsa]miR-520h|2mut|as| ACTCTAAAG[G-t]|GAAG[C-a]ACTTTGT 22 2| 51.68
hsa|miR-522|nat|as| AACACTCTAAAGGGAACCATTTT 23 2| 55.02
hsa|miR-522|2mut|as| AACACTCTAAA[G-C][G-t]GAACCATTTT 23 2| 53.34
hsa]miR-519a|nat|as| GTAACACTCTAAAAGGATGCACTTT 25 2| 56.9
hsa]miR-519a|2mut|as| GTAAC[A-c|CTCTAAAAGGATG[C-aJACTTT 25 2| 56.16
hsa|miR-499|nat|as| TTAAACATCACTGCAAGTCTTAA 23 2| 53.16
hsa|miR-499|2mut|as| TTAAACATCIA-c]CTG[C-a]AAGTCTTAA 23 2| 52.29
hsa|miR-500|nat|as| CAGAATCCTTGCCCAGGTGCAT 22 2| 617
hsa|miR-500|2mut|as| CAGAATCCTT[G-c][C-{] CCAGGTGCAT 22 2| 58.58
hsa|miR-501|nat|as| TCTCACCCAGGGACAAAGGATT 22 2| 59.63
hsa|miR-501|2mut|as| TCTCACCCAG|[G-t][G-a]JACAAAGGATT 22 2| 55.51
hsa]miR-502|nat|as| TAGCACCCAGATAGCAAGGAT 21 2| 56.56
hsa|miR-502|2mut|as| TAGCACI[C-t]CAGATAG[C-a]JAAGGAT 21 2| 51.37
hsa|miR-503|nat|as| CTGCAGAACTGTTCCCGCTGCTA 23 2| 63.81
hsa|miR-503|2mut|as| CTGCAGAACT[G-c]TTCCC[G-c]CTGCTA 23 2| 62.64
hsa]miR-504|nat|as| ATAGAGTGCAGACCAGGGTCT 21 2| 58.27
hsa|miR-504|2mut|as| ATAGAGTG[C-a]JAGACCAG[G-t]GTCT 21 2| 53.65
hsa|miR-505|nat|as| GAGGAAACCAGCAAGTGTTGAC 22 2| 58.33
hsa|miR-505|2mut|as| GAGGAAACCA[G-c][C-a]AAGTGTTGAC 22 2| 56.32
hsa|miR-513|nat|as| ATAAATGACACCTCCCTGTGAA 22 2| 55.58
hsa|miR-513|2mut|as| ATAAATGACA[C-t]CTC[C-]CTGTGAA 22 2| s51.06
hsa]miR-506|nat|as| TCTACTCAGAAGGGTGCCTTA 21 2| 55.78
hsa|miR-506|2mut|as| TCTACTC[A-c]GAAGGGTG|C-t]CTTA 21 2| 55.48
hsa|miR-507|nat|as| TTCACTCCAAAAGGTGCAAAA 21 2| 54.91
hsa|miR-507|2mut|as| TTCACTC[C-a]JAAAAGGTG[C-a]AAAA 21 2| 50.37
hsa]miR-508|nat|as| TCTACTCCAAAAGGCTACAATCA 23 2| 55.99
hsa|miR-508|2mut|as| TCTACTC[C-a]JAAAAG[G-c]CTACAATCA 23 2| 54.3
hsa]miR-509|nat|as| TCTACCCACAGACGTACCAATCA 23 2| 59.57
hsa]miR-509|2mut|as| TCTAC|[C-t]CACAGACI[G-c]TACCAATCA 23 2| 56.83
hsa]miR-510|nat|as| TGTGATTGCCACTCTCCTGAGTA 23 2| 59.85
hsa|miR-510|2mut|as| TGTGATTG[C-tJCACTCT[C-]CTGAGTA 23 2| 55.65
hsa]miR-514|nat|as| CTACTCACAGAAGTGTCAAT 20 2| 50.07
hsa|miR-514|2mut|as| CTACTC[A-c]CAGAAGIT-c]|GTCAAT 20 2| 54.86
hsa|miR-532|nat|as| ACGGTCCTACACTCAAGGCATG 22 2| 60.76
hsa|miR-532|2mut|as| ACGGT[C-t]CTACACTCAAGI|G-C]CATG 22 2| 59.03
hsa]miR-455|nat|as| CGATGTAGTCCAAAGGCACATA 22 2| 56.6
hsa|miR-455|2mut|as| CGATGTAGTC[C-a]JAAAG[G-c]CACATA 22 2| 54.89
hsa|miR-539]|nat|as| ACACACCAAGGATAATTTCTCC 22 2| 545
hsa|miR-539|2mut|as| ACACAC[C-a]AAGGATAATT[T-c]CTCC 22 2| 545
hsa|miR-544|nat|as| ACTTGCTAAAAATGCAGAAT 20 2| 49.37
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hsa|miR-544|2mut|as| ACTT[G-c]CTAAAAATG[C-a]JAGAAT 20 2| 45.41
hsa|miR-545|nat|as| CACACAATAAATGTTTGCTGAT 22 2| 52.26
hsa|miR-545|2mut|as| CACA[C-a]JAATAAATGTTT[G-c]CTGAT 22 2| 49.64
hsa|miR-542-3p|nat|as| TTTCAGTTATCAATCTGTCACA 22 2| 51.82
hsa]miR-542-3p|2mut|as| TTTC[A-C]GTTATCAATCT[G-c]TCACA 22 2| 53.63
hsa]miR-487b|nat|as| AAGTGGATGACCCTGTACGATT 22 2| 57.66
hsa]miR-487b|2mut|as| AAGT[G-c]GATGAC[C-t]CTGTACGATT 22 2| 55.42
hsa]miR-551a|nat|as| TGGAAACCAAGAGTGGGTCGC 21 2| 61.03
hsa]miR-551a|2mut|as| TGGAAAC[C-a]JAAGAGTG[G-t]|GTCGC 21 2| 57.41
hsa|miR-552|nat|as| TTGTCTAACCAGTCACCTGTT 21 2| 54.99
hsa|miR-552|2mut|as| TTGTCTAAC[C-a]JAGTCA[C-t]CTGTT 21 2| 50.86
hsa|miR-553|nat|as| AAAACAAAATCTCACCGTTTT 21 2| 511
hsa|miR-553|2mut|as| AAAA[C-a]AAAATCTCACI[C-a]GTTTT 21 2| 46.81
hsa]miR-554|nat|as| ACTGGCTGAGTCAGGACTAGC 21 2| 59.42
hsa|miR-554|2mut|as| ACTG[G-c]CTGAGTCAG[G-a]JACTAGC 21 2| 57.6
hsa|miR-92b|nat|as| GAGGCCGGGACGAGTGCAATA 21 2| 62.69
hsa|miR-92b|2mut|as| GAGGI[C-t]CGGGACGAGTG[C-a]AATA 21 2| 57.38
hsa|miR-555|nat|as| ATCAGAGGTTCAGCTTACCCT 21 2| 56.42
hsa|miR-555|2mut|as| ATCAGAG[G-c]TTCAG[C-t]TTACCCT 21 2| 54.57
hsa|miR-556|nat|as| CATATTACAATGAGCTCATC 20 2| 46.81
hsa|miR-556|2mut|as| CATATTA[C-a]JAATGAGIC-t]TCATC 20 2| 42.68
hsa|miR-557|nat|as| AGACAAGGCCCACCCGTGCAAAC 23 2| 66.71
hsa|miR-557|2mut|as| AGACAAGG[C-t]CCACC[C-a]GTGCAAAC 23 2| 62.1
hsa]miR-558|nat|as| ATTTTGGTACAGCAGCTCA 19 2| 52.19
hsa|miR-558|2mut|as| ATTTT[G-c]GTACAG[C-aJAGCTCA 19 2| 49.31
hsa|miR-559|nat|as| TTTTGGTGCATATTTACTTTA 21 2| 47.32
hsa|miR-559|2mut|as| TTTTGGTG[C-a]ATATTTA[C-]TTTA 21 2| 42.74
hsa|miR-560|nat|as| GGCGGCCGGCCGGCGCACGC 20 2| 76.72
hsa|miR-560[2mut|as| GGCGGCCGGIC-]CGGC[G-c]CACGC 20 2| 73.61
hsa|miR-561|nat|as| ACTTCAAGGATCTTAAACTTTG 22 2| 507
hsa|miR-561|2mut|as| ACTTCAAG[G-a]JATCTTAAA[C-]TTTG 22 2| 47.32
hsa]miR-562|nat|as| GCAAATGGTACAGCTACTTT 20 2| 51.68
hsa|miR-562|2mut|as| GCAAAT[G-c]|GTACAGI|C-t]TACTTT 20 2| 49.57
hsa]miR-563|nat|as| GGGAAACGTATGTCAACCT 19 2| 52.29
hsa|miR-563|2mut|as| GGGAAAC[G-C]TAT[G-c]TCAACCT 19 2| 50.91
hsa|miR-564|nat|as| GCCTGCTGACACCGTGCCT 19 2| 62.94
hsa|miR-564|2mut|as| GCCT[G-c|CTGACAC[C-a]GTGCCT 19 2| 59.45
hsa|miR-565|nat|as| AAACAGACATCGCGAGCCAGCC 22 2| 64.29
hsa|miR-565|2mut|as| AAACAGACAT[C-a]G[C-a] GAGCCAGCC 22 2| 58.55
hsa|miR-566|nat|as| GTTGGGATCACAGGCGCCC 19 2| 61.15
hsa|miR-566|2mut|as| GTTG[G-t{]GATCACAGGIC-a]GCCC 19 2| 55.62
hsa|miR-567|nat|as| GTTCTGTCCTGGAAGAACATACT 23 2| 56.54
hsa|miR-567|2mut|as| GTTCTGTCCT[G-c]GAAGAA[C-a]ATACT 23 2| 54.94
hsa|miR-568|nat|as| GTGTGTATACATTTATACAT 20 2| 4311
hsa|miR-568|2mut|as| GTGTGTATA[C-a][A-c]TTTATACAT 20 2| 43.04
hsa]miR-551b|nat|as| CTGAAACCAAGTATGGGTCGC 21 2| 57.35
hsa]miR-551b|2mut|as| CTGAAAC[C-a]AAGTATG[G-tJGTCGC 21 2| 53.83
hsa|miR-569|nat|as| ACTTTCCAGGATTCATTAACT 21 2| 5058
hsa]miR-569|2mut|as| ACTTTC[C-a]JAGGATT[C-a]ATTAACT 21 2| 46.33
hsa|miR-570|nat|as| TGCAAAGGTAATTGCTGTTTTC 22 2| 54.69
hsa|miR-570|2mut|as| TGCAAAGI|G-c]TAATT[G-c]CTGTTTTC 22 2| 54.17
hsa]miR-571|nat|as| CTCACTCAGATGGCCAACTCA 21 2| 57.89
hsa]miR-571|2mut|as| CTCACTCI[A-c]GATGG[C-t]CAACTCA 21 2| 57.59
hsa|miR-572|nat|as| TGGGCCACCGCCGAGCGGAC 20 2| 70.02
hsa|miR-572|2mut|as| TGGGCCACCI[G-c]CCGAG[C-a]GGAC 20 2| 66.14
hsa|miR-573|nat|as| CTGATCAGTTACACATCACTTCAG 24 2| 56.18
hsa|miR-573|2mut|as| CTGATCAGTTA[C-a]JACATC[A-c]CTTCAG 24 2| 56.2
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hsa|miR-574|nat|as| GTGGGTGTGTGCATGAGCGTG 21 2| 627
hsa|miR-574|2mut|as| GTGGGTGTGT[G-c][C-a]ATGAGCGTG 21 2| 60.13
hsa]miR-575|nat|as| GCTCCTGTCCAACTGGCTC 19 2| 57.87
hsa|miR-575|2mut|as| GCTCCTGTC[C-a]AACT[G-c]GCTC 19 2| 55.97
hsa|miR-576|nat|as| CAAAGACGTGGAGAAATTAGAAT 23 2| 53.61
hsa|miR-576|2mut|as| CAAAGACI[G-c]TGGA[G-C]JAAATTAGAAT 23 2| 53.54
hsa|miR-577|nat|as| CAGGTACCAATATTTTATCTA 21 2| 45.74
hsa|miR-577|2mut|as| CAGGTAC[C-a]JAATATT[T-c]TATCTA 21 2| 45.2
hsa|miR-578|nat|as| ACAATCCTAGAGCACAAGAAG 21 2| 53.45
hsa|miR-578|2mut|as| ACAAT[C-t]CTAGAG[C-a]JACAAGAAG 21 2| 48.93
hsa|miR-579|nat|as| ATCGCGGTTTATACCAAATGAAT 23 2| 55.64
hsa|miR-579|2mut|as| ATCG[C-a]GGTTTATAC[C-a]AAATGAAT 23 2| 50.89
hsa]miR-580|nat|as| CCTAATGATTCATCATTCTCAA 22 2| 50.08
hsa|miR-580|2mut|as| CCTAATGATT[C-a]AT[C-a]JATTCTCAA 22 2| 45.48
hsa|miR-581|nat|as| ACTGATCTAGAGAACACAAGA 21 2| 51.54
hsa|miR-581|2mut|as| ACTGATCTAG[A-c]GAAC[A-C]CAAGA 21 2| 56.74
hsa|miR-582|nat|as| AGTAACTGGTTGAACAACTGTAA 23 2| 54.69
hsa|miR-582|2mut|as| AGTAACT[G-c]GTTGAA[C-a]AACTGTAA 23 2| 53.1
hsa]miR-583|nat|as| GTAATGGGACCTTCCTCTTTG 21 2| 54.08
hsa|miR-583|2mut|as| GTAATG[G-t]JGACCTT[C-tJCTCTTTG 21 2| 50.53
hsa|miR-584|nat|as| CTCAGTCCCAGGCAAACCATAA 22 2| 58.78
hsa|miR-584|2mut|as| CTCAGTC[C-tJCAG[G-c]CAAACCATAA 22 2| 56.49
hsa]miR-585|nat|as| TAGCATACAGATACGCCCA 19 2| 52.8
hsa|miR-585|2mut|as| TAGCATA[C-a]JAGATAC[G-c]CCCA 19 2| 49.58
hsa]miR-548a|nat|as| GCAAAAGTAATTGCCAGTTTTG 22 2| 53.91
hsa]miR-548a|2mut|as| GCAAAA[G-C]ITAATTG[C-t]CAGTTTTG 22 2| 51.39
hsa]miR-586|nat|as| GGACCTAAAAATACAATGCATA 22 2| 50.62
hsa|miR-586|2mut|as| GGAC[C-t]TAAAAATACAAT[G-C]CATA 22 2| 47.98
hsa|miR-587|nat|as| GTGACTCATCACCTATGGAAA 21 2| 5317
hsa|miR-587|2mut|as| GTGACTCATCI[A-c]CCTAT[G-c]GAAA 21 2| 55.05
hsa]miR-548b|nat|as| ACAAAAGCAACTGAGGTTCTTG 22 2| 56.01
hsa]miR-548b|2mut|as| ACAAAAG[C-a]JAACTGAG[G-C]TTCTTG 22 2| 53.77
hsa]miR-588|nat|as| GTTCTAACCCATTGTGGCCAA 21 2| 56.93
hsa|miR-588|2mut|as| GTTCTAACI[C-t]CATTGTG[G-c]CCAA 21 2| 54.57
hsa|miR-589|nat|as| TCTGGGAACCGGCATTTGTTCTGA 24 2| 63.65
hsa|miR-589|2mut|as| TCTGGGAACCG[G-c][C-a]ATTTGTTCTGA 24 2| 62.02
hsa]miR-550|nat|as| ATGTGCCTGAGGGAGTAAGACA 22 2| 59.37
hsa|miR-550|2mut|as| ATGTG|[C-t]CTGAG[G-t]GAGTAAGACA 22 2| 54.97
hsa|miR-590|nat|as| CTGCACTTTTATGAATAAGCTC 22 2| 51.89
hsa|miR-590|2mut|as| CTGC[A-c|]CTTTTAT[G-a]JAATAAGCTC 22 2| 51.33
hsa]miR-591|nat|as| ACAATGAGAACCCATGGTCT 20 2| 54.35
hsa|miR-591|2mut|as| ACAAT[G-a]JAGAACI[C-t]CATGGTCT 20 2| 493
hsa|miR-592|nat|as| ACATCATCGCATATTGACACAA 22 2| 54.89
hsa|miR-592|2mut|as| ACATCATC[G-c]CATATTGA[C-a]JACAA 22 2| 52.19
hsa|miR-593|nat|as| GCTGAGCAATGCCTGGCTGGTGCCT 25 2| 70.97
hsa|miR-593|2mut|as| GCTGAGCAATGI[C-{]CTG[G-c]CTGGTGCCT 25 2| 687
hsa|miR-594|nat|as| AAAGTCACAGGCCACCCCAGATGGG 25 2| 67.91
hsa|miR-594|2mut|as| AAAGTCACAGGIC-{]CACC[C-t{]CAGATGGG 25 2| 635
hsa|miR-595|nat|as| AGACACACCACGGCACACTTC 21 2| 61.22
hsa|miR-595|2mut|as| AGACACACCA[C-a]G[G-c]CACACTTC 21 2| 58.9
hsa|miR-596|nat|as| CCCGAGGAGCCGGGCAGGCTT 21 2| 69.55
hsa|miR-596/2mut|as| CCCGAGGAGIC-]CGG[G-c]CAGGCTT 21 2| 66.85
hsa|miR-597|nat|as| ACAGTGGTCATCGAGTGACACA 22 2| 60.05
hsa|miR-597|2mut|as| ACAGT[G-c]GTCAT[C-a] GAGTGACACA 22 2| 57.27
hsa]miR-598|nat|as| TGACGATGACAACGATGACGTA 22 2| 58.18
hsa]miR-598|2mut|as| TGAC[G-a]JATGACAA[C-a]GATGACGTA 22 2| 54.17
hsa]miR-599|nat|as| GTTTGATAAACTGACACAAC 20 2| 48.33
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hsa|miR-599|2mut|as| GTTT[G-a]JATAAACTGACI[A-c]CAAC 20 2| 47.67
hsa|miR-600|nat|as| GAGCAAGGCTCTTGTCTGTAAGT 23 2| 59.24
hsa|miR-600|2mut|as| GAGCAAG[G-c]CTCTTGTCT[G-C]TAAGT 23 2| 58.75
hsa]miR-601|nat|as| CTCCTCCAACAATCCTAGACCA 22 2| 574
hsa|miR-601|2mut|as| CTCCTC[C-a]JAACAAT[C-t]CTAGACCA 22 2| 53.89
hsa|miR-602|nat|as| GGGCCGCAGCTGTCGCCCGTGTC 23 2| 73.05
hsa|miR-602|2mut|as| GGGCC[G-c]CAGCTGTC[G-c]CCCGTGTC 23 2| 721
hsa|miR-603|nat|as| GCAAAAGTAATTGCAGTGTGTG 22 2| 55.59
hsa|miR-603|2mut|as| GCAAAA[G-C]TAATTG[C-a]JAGTGTGTG 22 2| 53.08
hsa]miR-604|nat|as| GTCCTGAATTCCGCAGCCT 19 2| 57.6
hsa|miR-604|2mut|as| GTCC[T-c]GAATTCC[G-c]CAGCCT 19 2| 59.28
hsa|miR-605|nat|as| AGGAGAAGGCACCATGGGATTTA 23 2| 60.27
hsa|miR-605|2mut|as| AGGAGAAGI|G-c]CACCATG[G-t]GATTTA 23 2| 58.52
hsa|miR-606|nat|as| ATCTTTGATTTTCAGTAGTTT 21 2| 46.96
hsa|miR-606|2mut|as| ATCTTT[G-a]ATTTTC[A-CIGTAGTTT 21 2| 47.06
hsa|miR-607|nat|as| GTTATAGATCTGGATTTGAAC 21 2| 47.46
hsa|miR-607|2mut|as| GTTATAGATC[T-c][G-c]GATTTGAAC 21 2| 49.9
hsa|miR-608|nat|as| ACGGAGCTGTCCCAACACCACCCCT 25 2| 70.9
hsa|miR-608|2mut|as| ACGGAGCTGTC|C-t{]CAACAC[C-a]ACCCCT 25 2| 67.19
hsa|miR-609|nat|as| AGAGATGAGAGAAACACCCT 20 2| 53.08
hsa|miR-609|2mut|as| AGAGAT[G-a]JAGAGAAAC[A-c]CCCT 20 2| 52.45
hsa]miR-610|nat|as| TCCCAGCACACATTTAGCTCA 21 2| 57.86
hsa|miR-610|2mut|as| TCCCAG[C-a]JACACATTTA[G-c]CTCA 21 2| 54.78
hsa|miR-611|nat|as| GTCAGACCCCGAGGGGTCCTCGC 23 2| 69.05
hsa|miR-611|2mut|as| GTCAGACCC|C-a]GAGG|G-t]GTCCTCGC 23 2| 65.18
hsa|miR-612|nat|as| AAGGAGCTCAGAAGCCCTGCCCAGC 25 2| 69.87
hsa|miR-612|2mut|as| AAGGAG|C-t{]TCAGAAGCCCTG|C-t]CCAGC 25 2| 65.76
hsa]miR-613|nat|as| GGCAAAGAAGGAACATTCCT 20 2| 53.76
hsa|miR-613|2mut|as| GGCAAAGAA[G-c][G-a]AACATTCCT 20 2| 52.46
hsa|miR-614|nat|as| CCACCTGGCAAGAACAGGCGTTC 23 2| 65.05
hsa|miR-614|2mut|as| CCACCTG[G-c]CAAGAACAGGI[C-a]GTTC 23 2| 62.19
hsa|miR-615|nat|as| AGAGGGAGACCCAGGCTCGGA 21 2| 64.68
hsa|miR-615[2mut|as| AGAGGGAGAC|C-tJ]CAG[G-c]CTCGGA 21 2| 62.21
hsa]miR-616|nat|as| AAGTCACTGAAGGGTTTTGAGT 22 2| 56.25
hsa|miR-616|2mut|as| AAGTCIA-CICTGAAG[G-t]|GTTTTGAGT 22 2| 56.25
hsa]miR-548c|nat|as| GCAAAAGTAATTGAGATTTTTG 22 2| 49.23
hsa]miR-548c|2mut|as| GCAAAA[G-CITAATT[G-a]AGATTTTTG 22 2 47
hsa]miR-617|nat|as| GCCACCTTCAAATGGGAAGTCT 22 2| 59.31
hsa|miR-617|2mut|as| GCCA|C-t]CTTCAAATG[G-t]GAAGTCT 22 2| 55.36
hsa|miR-618|nat|as| ACTCAGAAGGACAAGTAGAGTTT 23 2| 556
hsa|miR-618|2mut|as| ACTCAGAAG[G-a]ACAA[G-C]TAGAGTTT 23 2| 53.92
hsa|miR-619|nat|as| ACTGGGCACAAACATGTCCAGGTC 24 2| 64.39
hsa|miR-619|2mut|as| ACTGG[G-c]CACAAACATGTC[C-a]JAGGTC 24 2| 62.77
hsa|miR-620|nat|as| ATTTCTATATCTATCTCCAT 20 2| 42.46
hsa|miR-620|2mut|as| ATTT[C-t]TATATCTATC[T-c]CCAT 20 2| 43.62
hsa]miR-621|nat|as| AGGTAAGCGCTGTTGCTAGCC 21 2| 61.17
hsa|miR-621|2mut|as| AGGTAAGCI[G-c]CTGTT[G-c]CTAGCC 21 2| 59.5
hsa|miR-622|nat|as| GCTCCAACCTCAGCAGACTGT 21 2| 60.5
hsa|miR-622|2mut|as| GCTC[C-aJAACCTCAG[C-aJAGACTGT 21 2| 56.02
hsa|miR-623|nat|as| ACCCAACAGCCCCTGCAAGGGAT 23 2| 67.45
hsa|miR-623|2mut|as| ACCCAACAG|C-t]CCCTG[C-a]AAGGGAT 23 2| 62.39
hsa]miR-624|nat|as| TGAACACAAGGTACTGGTACTA 22 2| 54.63
hsa|miR-624|2mut|as| TGAACACAAG[G-c]TACT[G-cC]|GTACTA 22 2| 55.03
hsa]miR-625|nat|as| AGGACTATAGAACTTTCCCCCT 22 2| 55.95
hsa|miR-625[2mut|as| AGGA[C-{]TATAGAACTTTC[C-t]CCCT 22 2| 51.88
hsa]miR-626|nat|as| AAGACATTTTCAGACAGCT 19 2| 49.49
hsa|miR-626|2mut|as| AAGA[C-a]JATTTTCAGA[C-a]AGCT 19 2| 45.45
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hsa|miR-627|nat|as| TCCTCTTTTCTTAGAGACTCAC 22 2| 53.03
hsa|miR-627|2mut|as| TCCTCTTTT[C-t]TTAGAG[A-c]CTCAC 22 2| 54.43
hsa|miR-628|nat|as| CGACTGCCACTCTTACTAGA 20 2| 53.92
hsa|miR-628|2mut|as| CGACTG|C-t{]CACTCTTA[C-t]TAGA 20 2| 49.31
hsa|miR-629|nat|as| GCTGGGCTTACGTTGGGAGAAC 22 2| 621
hsa|miR-629|2mut|as| GCTGG|G-c]CTTACGTTG[G-{]GAGAAC 22 2| 60.35
hsa|miR-630|nat|as| ACCTTCCCTGGTACAGAATACT 22 2| 56.48
hsa|miR-630|2mut|as| ACCTTC[C-t]CTGGTA[C-a]AGAATACT 22 2| 52.38
hsa|miR-631|nat|as| GCTGAGGTCTGGGCCAGGTCT 21 2| 64.24
hsa|miR-631|2mut|as| GCTGAGGTCT[G-c|GG[C-t{|]CAGGTCT 21 2| 61.47
hsa]miR-33b|nat|as| TGCAATGCAACAGCAATGCAC 21 2| 59.55
hsa|miR-33b|2mut|as| TGCAATG|[C-a]JAACAG[C-a]AATGCAC 21 2| 54.29
hsa|miR-632|nat|as| TCCCACAGGAAGCAGACAC 19 2| 56.78
hsa|miR-632|2mut|as| TCCCACAG[G-a]JAAG[C-a]JAGACAC 19 2| 51.82
hsa|miR-633|nat|as| TTTATTGTGGTAGATACTATTAG 23 2| 474
hsa|miR-633|2mut|as| TTTATTGT[G-C]GTAGATA[C-]TATTAG 23 2| 45.95
hsa|miR-634|nat|as| GTCCAAAGTTGGGGTGCTGGTT 22 2| 62.03
hsa|miR-634|2mut|as| GTCCAAAGTT[G-C]G[G-{]GTGCTGGTT 22 2| 60.23
hsa|miR-635|nat|as| GGACATTGTTTCAGTGCCCAAGT 23 2| 60.52
hsa|miR-635|2mut|as| GGACATT[G-c]TTTCAGTG|[C-t]CCAAGT 23 2| 57.55
hsa|miR-636|nat|as| CTGCGGGCGGGACGAGCAAGCACA 24 2| 72.56
hsa|miR-636[2mut|as| CTGCGGG[C-a]GGGACGAG[C-a]JAAGCACA 24 2| 67.7
hsa|miR-637|nat|as| ACGCAGAGCCCGAAAGCCCCCAGT 24 2| 7154
hsa|miR-637|2mut|as| ACGCAGAGI[C-t]CCGAAAG|C-t{]CCCCAGT 24 2| 66.76
hsa|miR-638|nat|as| AGGCCGCCACCCGCCCGCGATCCCT 25 2| 79.04
hsa|miR-638|2mut|as| AGGCCGCCACCC[G-c]CCCG|[C-a]GATCCCT 25 2| 76.2
hsa|miR-639|nat|as| ACAGCGCTCGCAACCGCAGCGAT 23 2| 707
hsa|miR-639|2mut|as| ACAGCGCTC[G-c]CAACC[G-C]CAGCGAT 23 2| 69.65
hsa|miR-640|nat|as| AGAGGCAGGTTCCTGGATCAT 21 2| 58.93
hsa|miR-640|2mut|as| AGAG[G-c]CAGGTTCCT[G-C]GATCAT 21 2| 58.94
hsa|miR-641|nat|as| GAGGTGACTCTATCCTATGTCTTT 24 2| 55.98
hsa|miR-641|2mut|as| GAGGIT-c]|GACTCTAT[C-t]CTATGTCTTT 24 2| 56.81
hsa|miR-642|nat|as| CAAGACACATTTGGAGAGGGAC 22 2| 57.33
hsa|miR-642|2mut|as| CAAGAC[A-C|CATTT[G-c]GAGAGGGAC 22 2| 59.09
hsa]miR-643|nat|as| CTACCTGAGCTAGCATACAAGT 22 2| 55.49
hsa|miR-643|2mut|as| CTACCTGAG|C-t]TAG[C-a]JATACAAGT 22 2| 50.81
hsa|miR-644|nat|as| GCTCTAAGAAAGCCACACT 19 2| 52.29
hsa|miR-644|2mut|as| GCTCTAA[G-c]JAAAG[C-t]CACACT 19 2| 49.96
hsa]miR-645|nat|as| TCAGCAGTACCAGCCTAGA 19 2| 54.57
hsa|miR-645|2mut|as| TCAG[C-aJAGTACCAGIC-t]CTAGA 19 2| 48.48
hsa|miR-646|nat|as| GCCTCAGAGGCAGCTGCTT 19 2| 60.17
hsa|miR-646|2mut|as| GCCTCAGAG[G-c][C-a]AGCTGCTT 19 2| 58.18
hsa]miR-647|nat|as| GAAGGAAGTGAGTGCAGCCAC 21 2| 59.59
hsa|miR-647|2mut|as| GAAG[G-a]AAGTGAGTG[C-a]JAGCCAC 21 2| 55.18
hsa|miR-648|nat|as| ACCAGTGCCCTGCACACTT 19 2| 59.66
hsa|miR-648|2mut|as| ACCAGTGIC-t]CCTG[C-a]JACACTT 19 2| 53.64
hsa]miR-649|nat|as| GACTCTTGAACAACACAGGTTT 22 2| 55.42
hsa|miR-649|2mut|as| GACTCTTGAA[C-a]AACACA[G-C]GTTT 22 2| 54.3
hsa|miR-650|nat|as| GTCCTGAGAGCGCTGCCTCCT 21 2| 64.45
hsa|miR-650|2mut|as| GTCCTGAGAGIC-a][G-c]CTGCCTCCT 21 2| 60.97
hsa|miR-651|nat|as| CAAAAGTCAAGCTTATCCTAAA 22 2| 50.77
hsa|miR-651|2mut|as| CAAAAGTCAA[G-C][C-t]TTATCCTAAA 22 2| 48.71
hsa|miR-652|nat|as| TGCACAACCCTAGTGGCGCCATT 23 2| 66.06
hsa|miR-652|2mut|as| TGCACAACI[C-{JCTAGTGGC|[G-C]CCATT 23 2| 63.15
hsa|miR-548d|nat|as| GCAAAAGAAACTGTGGTTTTTG 22 2| 54.05
hsa]miR-548d|2mut|as| GCAAAAGAAA[CHITGT[G-C|GTTTTTG 22 2| 52.52
hsa|miR-661|nat|as| ACGCGCAGGCCAGAGACCCAGGCA 24 2| 73.49
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hsa|miR-661|2mut|as| ACGC[G-c]CAGGCCAGAGAC|C-t{]CAGGCA 24 2| 70.83
hsa|miR-662|nat|as| CTGCTGGGCCACAACGTGGGA 21 2| 65.76
hsa|miR-662|2mut|as| CTGCTGGGIC-{JCACAAC[G-c]TGGGA 21 2| 62.6
hsa|miR-663|nat|as| GCGGTCCCGCGGCGCCCCGCCT 22 2| 78.99
hsa|miR-663|2mut|as| GCGGTCCCG|[C-a]GGC[G-c]CCCCGCCT 22 2| 75.87
hsa|miR-449b|nat|as| GCCAGCTAACAATACACTGCCT 22 2| 59.38
hsa]miR-449b|2mut|as| GCCAG|C-t]TAACAATAC[A-c]CTGCCT 22 2| 59.11
hsa|miR-653|nat|as| GTTCAGTAGAGATTGTTTCAA 21 2| 4952
hsa|miR-653|2mut|as| GTTC[A-C]|GTAGAGATT[G-C]TTTCAA 21 2| 514
hsa|miR-411|nat|as| CGTACGCTATACGGTCTACTA 21 2| 54.09
hsa|miR-411|2mut|as| CGTAC[G-c]CTATAC[G-a]GTCTACTA 21 2| 50.66
hsa|miR-654|nat|as| GCACATGTTCTGCGGCCCACCA 22 2| 66.81
hsa|miR-654|2mut|as| GCACAT[G-c]TTCTG[C-a]GGCCCACCA 22 2| 63.34
hsa|miR-655|nat|as| AAAGAGGTTAACCATGTATTAT 22 2| 48.97
hsa|miR-655|2mut|as| AAAGAG[G-C]TTAAC[C-a]JATGTATTAT 22 2| 47.61
hsa|miR-656|nat|as| AGAGGTTGACTGTATAATATT 21 2| 47.08
hsa|miR-656|2mut|as| AGAG[G-C]TTGACT[G-C]TATAATATT 21 2| 46.88
hsa|miR-549]|nat|as| AGAGCTCATCCATAGTTGTCA 21 2| 54.35
hsa|miR-549|2mut|as| AGAG[C-t]TCATCCATA[G-c]TTGTCA 21 2| 52.16
hsa|miR-657|nat|as| CCTAGAGAGGGTGAGAACCTGCC 23 2| 62.42
hsa|miR-657|2mut|as| CCTAGAGAG|G-t]JGTGAGAA[C-{JCTGCC 23 2| 58.6
hsa|miR-658|nat|as| ACCAACGGACCTACTTCCCTCCGCC 25 2| 69.04
hsa|miR-658|2mut|as| ACCAAC[G-a]GACCTACTTC[C-t]CTCCGCC 25 2 65
hsa|miR-659|nat|as| TGGGGACCCTCCCTGAACCAAG 22 2| 64.32
hsa|miR-659|2mut|as| TGGGGACIC-t]CTC[C-t{]CTGAACCAAG 22 2| 59.61
hsa|miR-660|nat|as| CAACTCCGATATGCAATGGGTA 22 2| 56.68
hsa|miR-660|2mut|as| CAACTC[C-a]GATATG[C-a]JAATGGGTA 22 2| 51.75
hsa|miR-421|nat|as| GCGCCCAATTAATGTCTGTTGAT 23 2| 58.83
hsa|miR-421|2mut|as| GCGCIC-t]CAATTAATGTCT[G-C]TTGAT 23 2| 56.19
hsa]miR-542-5p|nat|as| CTCGTGACATGATGATCCCCGA 22 2| 60.34
hsa]miR-542-5p|2mut|as| CTCG[T-c]GACATGATGATC[C-t]CCGA 22 2| 60.62
hsa]miR-758|nat|as| GGTTAGTGGACCAGGTCACAAA 22 2| 58.64
hsa|miR-758|2mut|as| GGTTAGT[G-c|GAC[C-a]JAGGTCACAAA 22 2| 56.92
hsa|miR-671|nat|as| ACCTCCAGCCCCTCCAGGGCTTCCT 25 2| 72.13
hsa|miR-671|2mut|as| ACCTCCAG|C-{]CCCTCCAGG|G-c]CTTCCT 25 2| 69.75
hsa|miR-668|nat|as| GTAGTGGGCCGAGCCGAGTGACA 23 2| 67.04
hsa|miR-668|2mut|as| GTAGTGGGIC-{]CGAG|C-{]CGAGTGACA 23 2| 62.17
hsa|miR-767-5p|nat|as| CATGCTCAGACAACCATGGTGCA 23 2| 62.49
hsa]miR-767-5p|2mut|as| CATG|[C-t{]TCAGACAACCAT[G-c]GTGCA 23 2| 60.54
hsa|miR-767-3p|nat|as| AGAAACCATGGGGTATGAGCAGA 23 2| 60.23
hsa]miR-767-3p|2mut|as| AGAAACCATGG[G-t]GTATGA[G-c]CAGA 23 2| 582
hsa|miR-454-5p|nat|as| GCAGAGACAATATTGATAGGGT 22 2| 53.83
hsa]miR-454-5p|2mut|as| GCAGAGA[C-a]JAATATT[G-a]JATAGGGT 22 2| 49.79
hsa|miR-454-3p|nat|as| AAACCCTATAAGCAATATTGCACTA 25 2| 55.81
hsa|miR-454-3p|2mut|as| AAAC[C-]CTATAAGCAATATTG[C-a]JACTA 25 2| 51.45
hsa]miR-769-5p|nat|as| AGCTCAGAACCCAGAGGTCTCA 22 2| 61.07
hsa]miR-769-5p|2mut|as| AGCTCAGAACI[C-1][C-a]AGAGGTCTCA 22 2| 56.45
hsa|miR-769-3p|nat|as| AACCAAGACCCCGGAGATCCCAG 23 2| 64.64
hsa]miR-769-3p|2mut|as| AACCAAGACCC[C-a][G-a]GAGATCCCAG 23 2| 60.71
hsa|miR-766|nat|as| GCTGAGGCTGTGGGGCTGGAGT 22 2| 67.35
hsa|miR-766[2mut|as| GCTGAG[G-c|CTGTGGG[G-C]CTGGAGT 22 2| 67.35
hsa|miR-802|nat|as| ACAAGGATGAATCTTTGTTACTG 23 2| 53.54
hsa|miR-802|2mut|as| ACAAG[G-a]JATGAATCTTT[G-c]TTACTG 23 2| 51.38
hsa]miR-765|nat|as| CATCACCTTCCTTCTCCTCCA 21 2| 57.03
hsa|miR-765[2mut|as| CATCA[C-tJCTTCCTTCT[C-{]CTCCA 21 2| 52.88
hsa]miR-768-5p|nat|as| ATCACTCCGTACTTTCATCCTCCAAC 26 2| 619
hsa]miR-768-5p|2mut|as| ATCACTCI[C-a]GTACTTTCATCCT[C-t]CAAC 26 2| 58.46
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hsa|miR-768-3p|nat|as| GTCAGCAGTTTGAGTGTCAGCATTGTGA 28 2| 65.62
hsa]miR-768-3p|2mut|as| GTCAG|[C-a]JAGTTTGAGTGTCAG[C-a]JATTGTGA 28 2| 61.64
hsa|miR-770-5p|nat|as| TGGCCCTGACACGTGGTACTGGA 23 2| 66.36
hsa|miR-770-5p|2mut|as| TGGC[C-t]CTGACAC[G-C]TGGTACTGGA 23 2| 63.69
hsa|miR-801|nat|as| GTCGATTCCGCACGCAGAGCAATC 24 2| 65.51
hsa|miR-801|2mut|as| GTCGATTCC[G-c]CAC[G-c]CAGAGCAATC 24 2| 64.29




